Supplementary Materials Fig1 The workflow1 of RNA mutation detection.
Supplementary Materials Fig2 The performance of different reverse transcriptases (workflow1). A, The Depth of ABL1. The letters N, T and Y respectively represent reverse transcriptases from the three manufacturers Vazyme, TOYOBO and Yeasen, and the letters a, b represent two technical replicates. Depth represents the coverage multiple of reads on the ABL1 gene. B, The uniformity of ABL Panel. C, Background noise produced by three reverse transcriptases based on workflow1.
Supplementary Materials Fig3 The workflow2 of RNA mutation detection.
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