Table 1: Analysis of variance table for ALT. 
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	47224.3
	7870.71
	617.89**
	0.0000

	Error
	35
	445.8
	12.74
	
	

	Total
	41
	47670.1
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	43.67 ± 0.882 E

	CCl4
	151.00 ± 2.875 A

	Silymarin
	77.17 ± 1.558 B

	MO-1
	74.67 ± 0.882 B

	MO-2
	52.50 ± 0.719 D

	MO-NPs1
	64.67 ± 1.256 C

	MO-NPs2
	52.50 ± 0.719 D


Means sharing similar letters are statistically non-significant (P>0.05).


Table 2: Analysis of variance table for AST.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	86419
	14403.2
	680.62
	0.0000

	Error
	35
	740.7
	21.2
	
	

	Total
	41
	87159.6
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	133.17 ± 1.400 F

	CCl4
	283.67 ± 2.789 A

	Silymarin
	217.83 ± 0.833 B

	MO-1
	206.50 ± 1.544 C

	MO-2
	182.00 ± 1.000 D

	MO-NPs1
	202.33 ± 2.753 C

	MO-NPs2
	151.83 ± 1.815 E


Means sharing similar letters are statistically non-significant (P>0.05).


Table 3: Analysis of variance table for Total bilirubin.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	1.56289
	0.26048
	18.21
	0.0000

	Error
	35
	0.50075
	0.01431
	
	

	Total
	41
	2.06364
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	0.78 ± 0.031 D

	CCl4
	1.40 ± 0.090 A

	Silymarin
	1.17 ± 0.057 B

	MO-1
	1.08 ± 0.053 BC

	MO-2
	0.96 ± 0.021 BCD

	MO-NPs1
	0.93 ± 0.021 CD

	MO-NPs2
	0.88 ± 0.025 CD


Means sharing similar letters are statistically non-significant (P>0.05).


Table 4: Analysis of variance table for Blood urea.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	1887.57
	314.595
	95.75
	0.0000

	Error
	35
	115
	3.286
	
	

	Total
	41
	2002.57
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	23.83 ± 0.601 E

	CCl4
	45.17 ± 1.249 A

	Silymarin
	41.33 ± 0.494 B

	MO-1
	37.83 ± 0.477 C

	MO-2
	33.17 ± 0.946 D

	MO-NPs1
	31.50 ± 0.563 D

	MO-NPs2
	30.17 ± 0.477 D


Means sharing similar letters are statistically non-significant (P>0.05).


Table 5: Analysis of variance table for Creatinine.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	4.2798
	0.7133
	95.50
	0.0000

	Error
	35
	0.26142
	0.00747
	
	

	Total
	41
	4.54121
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	0.38 ± 0.038 F

	CCl4
	1.32 ± 0.040 A

	Silymarin
	1.10 ± 0.052 B

	MO-1
	0.87 ± 0.021 C

	MO-2
	0.67 ± 0.033 D

	MO-NPs1
	0.55 ± 0.022 DE

	MO-NPs2
	0.48 ± 0.031 EF


Means sharing similar letters are statistically non-significant (P>0.05).


Table 6: Analysis of variance table for Uric acid.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	44.337
	7.3895
	662.45
	0.0000

	Error
	35
	0.3904
	0.01115
	
	

	Total
	41
	44.7274
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	2.67 ± 0.049 G

	CCl4
	5.68 ± 0.059 A

	Silymarin
	4.93 ± 0.033 B

	MO-1
	4.23 ± 0.031 C

	MO-2
	3.52 ± 0.048 D

	MO-NPs1
	3.22 ± 0.031 E

	MO-NPs2
	2.95 ± 0.043 F


Means sharing similar letters are statistically non-significant (P>0.05).


Table 7: Analysis of variance table for Total protein.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	50.9024
	8.48373
	270.76
	0.0000

	Error
	35
	1.0967
	0.03133
	
	

	Total
	41
	51.999
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	7.90 ± 0.093 A

	CCl4
	4.93 ± 0.071 E

	Silymarin
	4.90 ± 0.045 E

	MO-1
	5.33 ± 0.049 D

	MO-2
	6.62 ± 0.054 C

	MO-NPs1
	6.32 ± 0.079 C

	MO-NPs2
	7.37 ± 0.095 B


Means sharing similar letters are statistically non-significant (P>0.05).


Table 8: Analysis of variance table for Albumin.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	4.21841
	0.70307
	60.32
	0.0000

	Error
	35
	0.40795
	0.01166
	
	

	Total
	41
	4.62636
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	3.35 ± 0.052 A

	CCl4
	2.37 ± 0.033 E

	Silymarin
	2.58 ± 0.031 D

	MO-1
	2.92 ± 0.048 C

	MO-2
	3.08 ± 0.054 BC

	MO-NPs1
	2.93 ± 0.032 C

	MO-NPs2
	3.19 ± 0.051 AB


Means sharing similar letters are statistically non-significant (P>0.05).


Table 9: Analysis of variance table for Globulin.
	Source
	Degrees of freedom
	Sum of squares
	Mean squares
	F-value
	Prob.

	Treatment
	6
	6.72288
	1.12048
	94.86
	0.0000

	Error
	35
	0.41342
	0.01181
	
	

	Total
	41
	7.1363
	
	
	


NS = Non-significant (P>0.05); * = Significant (P<0.05); ** = Highly significant (P<0.01)


Comparison of means
	Treatment
	Mean±SE

	Control
	3.67 ± 0.046 A

	CCl4
	2.33 ± 0.042 E

	Silymarin
	2.58 ± 0.031 D

	MO-1
	2.92 ± 0.048 C

	MO-2
	3.04 ± 0.038 BC

	MO-NPs1
	3.08 ± 0.054 BC

	MO-NPs2
	3.22 ± 0.048 B


Means sharing similar letters are statistically non-significant (P>0.05).
























































Table : Correlation matrix
	
	ALT
	AST
	T.bil
	B.urea
	Creatin.
	U.acid
	T.prot.
	Albumin
	Globulin

	ALT
	1.000
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	AST
	0.932**
	1.000
	
	
	
	
	
	
	

	
	0.002
	
	
	
	
	
	
	
	

	T.bil
	0.939**
	0.964**
	1.000
	
	
	
	
	
	

	
	0.002
	0.000
	
	
	
	
	
	
	

	B.urea
	0.838*
	0.930**
	0.971**
	1.000
	
	
	
	
	

	
	0.018
	0.002
	0.000
	
	
	
	
	
	

	Creatin.
	0.878**
	0.924**
	0.986**
	0.977**
	1.000
	
	
	
	

	
	0.009
	0.003
	0.000
	0.000
	
	
	
	
	

	U.acid
	0.884**
	0.928**
	0.987**
	0.975**
	10.000**
	1.000
	
	
	

	
	0.008
	0.003
	0.000
	0.000
	0.000
	
	
	
	

	T.prot.
	-0.731
	-0.892**
	-0.901**
	-0.956**
	-0.924**
	-0.926**
	1.000
	
	

	
	0.062
	0.007
	0.006
	0.001
	0.003
	0.003
	
	
	

	Albumin
	-0.888**
	-0.964**
	-0.965**
	-0.955**
	-0.958**
	-0.960**
	0.923**
	1.000
	

	
	0.008
	0.000
	0.000
	0.001
	0.001
	0.001
	0.003
	
	

	Globulin
	-0.844*
	-0.942**
	-0.961**
	-0.988**
	-0.957**
	-0.955**
	0.930**
	0.969**
	1.000

	
	0.017
	0.001
	0.001
	0.000
	0.001
	0.001
	0.002
	0.000
	


Upper values indicated Pearson’s correlation coefficient; Lower values indicated level of significance at 5% probability.
* = Significant (P<0.05); ** = Highly significant (P<0.01)
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Figure: Correlation matrix plot

Table : Comparison of means with control and CCl4
	Treatment
	ALT
	AST
	Total bilirubin
	Blood urea
	Creatinine
	Uric acid
	Total protein
	Albumin
	Globulin

	Control
	43.67±0.88
	133.17±1.40
	0.78±0.031
	23.83±0.601
	0.38±0.038
	2.67±0.049
	7.90±0.093
	3.35±0.052
	3.67±0.046

	CCl4
	151.00±2.88*
	283.67±2.79*
	1.40±0.090*
	45.17±1.249*
	1.32±0.040*
	5.68±0.059*
	4.93±0.071*
	2.37±0.033*
	2.33±0.042*

	Silymarin
	77.17±1.56**
	217.83±0.83**
	1.17±0.057**
	41.33±0.494**
	1.10±0.052**
	4.93±0.033**
	4.90±0.045
	2.58±0.031**
	2.58±0.031**

	MO-1
	74.67±0.88**
	206.50±1.54**
	1.08±0.053**
	37.83±0.477**
	0.87±0.021**
	4.23±0.031**
	5.33±0.049**
	2.92±0.048**
	2.92±0.048**

	MO-2
	52.50±0.72**
	182.00±1.00**
	0.96±0.0213**
	33.17±0.946**
	0.67±0.033**
	3.52±0.048**
	6.62±0.054**
	3.08±0.054**
	3.04±0.038**

	MO-NPs1
	64.67±1.26**
	202.33±2.75**
	0.93±0.0215**
	31.50±0.563**
	0.55±0.022**
	3.22±0.031**
	6.32±0.079**
	2.93±0.032**
	3.08±0.054**

	MO-NPs2
	52.50±0.72**
	151.83±1.82**
	0.88±0.0252**
	30.17±0.477**
	0.48±0.0311
	2.95±0.043**
	7.37±0.095**
	3.19±0.051**
	3.22±0.048**


All values expressed in mean±SE (n=6). * P<0.05 vs Control; ** P<0.05 vs CCl4
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