Table S1. Comparison of hematologic and inflammatory biomarkers between non-metastatic and metastatic patients
	
	Non metastasis (n=51)
	Metastasis (n=133)
	p value

	Ddimer
	5085.55±9293.42
	4357.24±6926.98
	0.26

	NLR
	10.12±11.06
	7.08±5.77
	0.23

	Alb
	34.39±5.35(1)
	33.84±5.81(2)
	0.82

	PLT
	289.51±175.62
	304.58±152.41
	0.36

	SII
	2738.3±3398.01
	2413.48±3275.69
	0.64

	PLR
	329.74±302.85
	307.62±246.75
	0.98

	PNI
	1468.95±913.53(1)
	1492.24±766.54(2)
	0.58

	(1): n=46; (2): n=101



As shown in Table S1, hematologic and inflammatory biomarkers were largely comparable between non-metastatic and metastatic patients. Although D-dimer, NLR, SII, and PLR tended to be numerically higher in the non-metastatic group, none of these differences reached statistical significance (all p > 0.05). Similarly, albumin, platelet count, PNI, and the composite score showed no significant differences between the two groups.

Table S2. Comparison of hematologic and inflammatory biomarkers between patients with and without thrombosis
	
	No thrombosis
	Thrombosis
	p-value

	Ddimer
	4400.57±7528.59
	6831.5±9111.33
	0.07

	NLR
	7.92±7.86
	7.5±5
	0.63

	Alb
	34.15±5.76(1)
	31.9±3.3(2)
	0.07

	PLT
	302.54±161.17
	269.83±121.63
	0.56

	SII
	2516.29±3362.92
	2320.27±2398.38
	0.98

	PLR
	316.4±269.6
	275.64±132.19
	0.56

	PNI
	1490.66±821.84(1)
	1397.46±682.3(2)
	0.74

	(1): n=138; (2): n=9



As shown in Table S2, most hematologic and inflammatory biomarkers were comparable between patients with and without thrombosis. Although D-dimer levels were numerically higher and albumin levels lower in the thrombosis group, these differences did not reach statistical significance (p = 0.07 for both). 
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Figure S1. Predictive performance of individual biomarkers (n=184)
ROC curves for D-dimer, albumin (Alb), neutrophil-to-lymphocyte ratio (NLR), and haemoglobin (HGB) as individual predictors of disease stage, thrombosis, and metastasis. AUC, area under the curve; diagonal line, reference (random prediction).
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Figure S2. Distribution of thrombosis related cancer cccording to different composite risk scores (cut off of HGB ≤120 g/L)
Stacked bar charts showing the proportion (%) of patients in low-, intermediate-, and high-risk groups according to five composite models—DAN (A), DAH (B), DNH (C), ANH (D), and DANH (E)—stratified by thrombosis status (no thrombosis vs. thrombosis present). Haemoglobin cut-off ≤ 120 g/L applied.
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Figure S3. Distribution of metastasis related cancer According to different Composite Risk Scores.
Stacked bar charts illustrating the proportion (%) of patients classified into low-, intermediate-, and high-risk groups according to DAN (A), DAH (B), DNH (C), ANH (D), and DANH (E), stratified by metastasis status (no metastasis vs. metastasis present).

The distribution of metastatic status across composite risk categories did not demonstrate a statistically significant trend for any of the five models (all p for trend > 0.05). Although a higher proportion of patients in the metastatic group tended to fall into the intermediate- or high-risk categories across several models, none reached significance. The DAH model showed the closest association with metastatic status (p for trend = 0.053). These findings indicate that the evaluated composite scores have limited discriminatory ability for metastasis in this cohort.

Table S3. Bootstrap-Based Performance, Stability, and Degeneration Assessment of Composite Biomarker Models for Predicting thrombosis relate cancer.

	Model
	Optimal threshold
	Mean F1 score
	95% CI
	Win rate (%)
	Threshold ≥ 0 Win 
rate 
	Score 0 probability (mean)
	Interpretation

	DANH
	≥ 4
	0.2496
	[0.000 – 0.545]
	63.2
	0.4
	0.0576
	Moderate performance; better discrimination at high-risk scores

	DNH
	≥ 3
	0.3287
	[0.000 – 0.600]
	88.7
	-
	0.0431
	Best performance; strong discrimination in high-risk group

	DAH
	≥ 3
	0.1770
	[0.061 – 0.301]
	80.2
	-
	0.0383
	Acceptable performance; improved at higher thresholds

	DAN
	≥ 3
	0.1773*
	[0.048 – 0.197*]
	-
	-
	0.0551
	Low performance; limited discriminative ability

	ANH
	≥ 3
	0.2521
	[0.000 – 0.545]
	-
	-
	0.0658
	Moderate performance; improvement observed at higher scores


Abbreviations: CI, confidence interval; DANH, D-dimer + albumin + NLR + haemoglobin; DNH, D-dimer + NLR + haemoglobin; DAH, D-dimer + albumin + haemoglobin; DAN, D-dimer + albumin + NLR; ANH, albumin + NLR + haemoglobin. Win rate, proportion of bootstrap resamples in which the model outperformed all alternatives. Threshold ≥ 0 win rate, proportion of resamples with a degenerate threshold (predicting all samples as positive). Score-0 probability, mean proportion of samples assigned a score of 0. — denotes not applicable (threshold ≥ 0 win rate not relevant when optimal threshold > 0). Bootstrap resamples: n = 1000. * Confidence interval asymmetry may reflect sparse event counts in the thrombosis subgroup.
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