Table 1. Baseline characteristics of 190 adult patients with B-ALL who underwent allogeneic HSCT, stratified by donor source
	Variable
	Overall (N=190)
	MSD (n=72)
	MUD (n=46)
	MMUD (n=40)
	Haplo (n=32)
	P value

	Patient characteristics
	
	
	
	
	
	

	Age at HSCT, median (range)
	42.7 (17.6–69.2)
	44.8 (19.9–69.2)
	37.2 (17.6–68.2)
	41.4 (30.3–63.9)
	52.8 (21.6–67.9)
	0.001

	Male sex, n (%)
	88 (46.3)
	34 (47.2)
	22 (47.8)
	18 (45.0)
	14 (43.8)
	0.981

	Disease characteristics
	
	
	
	
	
	

	Ph(+), n (%)
	78 (41.1)
	27 (37.5)
	19 (41.3)
	19 (47.5)
	13 (40.6)
	0.785

	CDKN2A deletion, n (%)
	41 (21.6)
	13 (18.1)
	9 (19.6)
	12 (30.0)
	7 (21.9)
	0.509

	KMT2A rearrangement, n (%)
	20 (10.5)
	7 (9.7)
	7 (15.2)
	1 (2.5)
	5 (15.6)
	0.192

	Disease status at HSCT
	
	
	
	
	
	

	  CR1
	173 (91.1)
	67 (93.1)
	44 (95.7)
	33 (82.5)
	29 (90.6)
	0.161

	  Non-CR1
	17 (8.9)
	5 (6.9)
	2 (4.3)
	7 (17.5)
	3 (9.4)
	

	Transplant characteristics
	
	
	
	
	
	

	Transplant era
	
	
	
	
	
	

	  2008–2015
	74 (38.9)
	27 (37.5)
	23 (50.0)
	21 (52.5)
	3 (9.4)
	<0.001

	  2016–2025
	116 (61.1)
	45 (62.5)
	23 (50.0)
	19 (47.5)
	29 (90.6)
	

	TBI-based conditioning, n (%)
	174 (91.6)
	66 (91.7)
	43 (93.5)
	39 (97.5)
	26 (81.2)
	0.002

	GVHD prophylaxis
	
	
	
	
	
	

	  CsA + MTX
	102 (53.7)
	71 (98.6)
	0 (0.0)
	0 (0.0)
	31 (96.9)
	

	  Tacro + MTX
	85 (44.7)
	0 (0.0)
	45 (97.8)
	40 (100.0)
	0 (0.0)
	

	ATG used, n (%)
	185 (97.4)
	70 (97.2)
	45 (97.8)
	39 (97.5)
	31 (96.9)
	1.000

	Donor characteristics
	
	
	
	
	
	

	Donor age, median (range)
	32.0 (0.0–66.0)
	42.5 (17.0–66.0)
	25.0 (18.0–44.0)
	31.0 (0.0–43.0)
	32.0 (14.0–65.0)
	<0.001

	Female donor to male recipient, n (%)
	25 (13.2)
	12 (16.7)
	4 (8.7)
	3 (7.5)
	6 (18.8)
	0.311

	ABO mismatch, n (%)
	106 (55.8)
	30 (41.7)
	32 (69.6)
	30 (75.0)
	14 (43.8)
	0.001

	CD34+ dose (×10⁶/kg), median (IQR)
	6.0 (4.1–9.4)
	5.7 (4.2–6.0)
	6.5 (4.4–11.6)
	5.8 (3.8–8.9)
	6.6 (3.8–9.0)
	0.717

	Engraftment
	
	
	
	
	
	

	Neutrophil (days), median (range)
	15.0 (10.0–32.0)
	15.0 (10.0–32.0)
	15.0 (10.0–32.0)
	16.0 (10.0–27.0)
	17.5 (11.0–28.0)
	0.024

	Platelet >20K (days), median (range)
	17.5 (8.0–244.0)
	13.0 (8.0–203.0)
	17.0 (9.0–46.0)
	20.0 (11.0–244.0)
	20.5 (9.0–89.0)
	0.001

	Post-transplant complications
	
	
	
	
	
	

	Acute GVHD (any), n (%)
	69 (36.3)
	20 (27.8)
	20 (43.5)
	16 (40.0)
	13 (40.6)
	0.286

	Acute GVHD grade III–IV, n (%)
	12 (6.3)
	4 (5.6)
	3 (6.5)
	3 (7.5)
	2 (6.3)
	0.982

	Chronic GVHD (any), n (%)
	94 (49.5)
	43 (59.7)
	17 (37.0)
	23 (57.5)
	11 (34.4)
	0.020

	Chronic GVHD moderate/severe, n (%)
	46 (24.2)
	22 (30.6)
	5 (10.9)
	11 (27.5)
	8 (25.0)
	0.098


Data are presented as n (%) or median (range) unless otherwise specified. P values were calculated using the Kruskal-Wallis test for continuous variables and the chi-squared or Fisher exact test for categorical variables. Three patients received alternative GVHD prophylaxis: cyclosporine A alone (n=1, MSD), tacrolimus alone (n=1, MUD), and missing data (n=1, Haplo). One MMUD patient received cord blood as the graft source.
Abbreviations: HSCT, hematopoietic stem cell transplantation; MSD, matched sibling donor; MUD, matched unrelated donor (8/8); MMUD, mismatched unrelated donor (7/8 or 6/8); Haplo, haploidentical donor; Ph, Philadelphia chromosome; CDKN2A, cyclin-dependent kinase inhibitor 2A; KMT2A, lysine methyltransferase 2A; TBI, total body irradiation; CsA, cyclosporine A; Tacro, tacrolimus; MTX, methotrexate; ATG, anti-thymocyte globulin; GVHD, graft-versus-host disease; IQR, interquartile range.
