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Figure. S1 (A) Box-and-whisker plots depicting the expression profiles of CTCF, CREB1, and MYOD1 in tumor (T, red) and adjacent normal (N, black) tissue samples from patients with COAD and READ. The number of tumor (T) and normal (N) specimens analyzed is provided below each plot. (B) Scatter plots with linear regression lines illustrating the correlation between log2-transformed TPM values of DPEP1 and either CTCF (left) or CREB1 (right) in COAD (top) and READ (bottom) patient cohorts. Pearson correlation coefficients (R) and corresponding p-values are reported for each correlation analysis.
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