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Figure 2. Early 72-hour oxygenation trajectories in derivation and validation cohorts

A. Ruijin derivation cohort
Total cohort size: n=150

B. Fujian retrospective validation cohort

Total cohort size: n=505

C. Fuyang prospective validation cohort
Total cohort size: n=340
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Lines show mean PaO,/FiO; values and shaded bands indicate SEM.

Dashed reference lines mark PaO,/FiO, thresholds of 100 and 200 mmHg.



Figure 3. Association between baseline inflammatory phenotype and early trajectory class

A. Baseline phenotype distribution across trajectory classes B. Within-trajectory phenotype composition
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Figure 4. Early phenotype transition patterns and speed of change

A. Change in oxygenation over 72 hours B. Change in nonrespiratory organ dysfunction
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Figure 5. Clinical outcomes across early trajectory classes

A. 28-day survival according to trajectory class
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Sensitivity

Receiver operating characteristic curves
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