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Table S1. The workflow of transcription-translation coupled with the association of puromycin linker (TRAP) display on the microfluidic chip. IVT = in vitro transcription; MB = magnetic beads 
	[bookmark: _Hlk110434683]Step
	Volume (µL)
	Chamber(s) used
	Applied gauge pressure (kPa)

	IVT
	20
	A, D
	-35/20

	[bookmark: _Hlk140159256]DNase treatment
	35
	B
	-35/20

	mRNA+ probe-MB hybridization
	35
	C, D
	-35/20

	Washing
	25
	FDEW
	-20/20

	Thermal release
	10
	E
	-35/20

	mRNA + puromycin linker annealing
	10
	I
	-

	Reverse transcription
	20
	J
	-35/20




