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Laboratory analysis - Measurement of insulin, MR-proANP, NT-proBNP, and Copeptin

Serum insulin was measured using fluoroimmunometric assay (AutoDelfia; Perkin Elmer, Rodgau, Germany) (inter-assay coefficient of variation (CV) 2.3 - 3.5%, intra-assay CV 1.7 - 2.4%). Mid-region pro ANP was analyzed using a TRACE (time-resolved amplified cryptate emission) technology (BRAHMS MR-pro ANPKRYPTOR; BRAHMS ThermoFisher) (inter-assay CV ≤ 6.5%, intra-assay CV < 2.5%). NT-proBNP was analyzed by electrochemiluminescence immunoassay (ECLIA) on a Roche Cobas e601 platform (Roche Diagnostics) (inter-assay CV 1.7 - 3.1%, intra-assay CV 1.6 - 4.6%). Copeptin was measured with a TRACE technology (BRAHMS Copeptin proAVP KRYPTOR assay, Kryptor Compact Plus) (inter-assay CV < 18%, intra-assay CV < 15%).  All assays were performed at Labor Berlin - Charité Vivantes GmbH according to manufacturer protocols. Measurements were done in a single batch on frozen samples (-80 °C) with internal quality controls within certified limits.











Supplementary Figure legend
Supplementary Figure 1. Conceptual SEM of direct and indirect associations between clinical condition (acute CV event, T2D, HOMA-IR) and postprandial peptide change.
Supplementary Figure 2. SEMs linking T2D to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) copeptin: combined model.
Supplementary Figure 3. SEMs linking acute CV events to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups.
Supplementary Figure 4. SEMs linking T2D to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups.
Supplementary Figure 5: SEMs linking HOMA-IR to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups.
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Supplementary Figure 1. Conceptual SEM of direct and indirect associations between clinical condition (acute CV event, T2D, HOMA-IR) and postprandial peptide change.
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[bookmark: OLE_LINK1]Supplementary Figure 2. SEMs linking T2D to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) copeptin: combined model. Numbers at arrows indicate standardized regression coefficients with 95% CI. (a) n=189 without T2D vs. n=57 with T2D; R2=0.05 for ∆MR-proANP and R2=0.37 for fasting MR-proANP. (b) n=192 vs. n=57; R2=0.10 for ∆NT-proBNP and R2=0.26 for NT-proBNP. (c) n=180 vs. n=56; R2=0.13 for ∆copeptin and R2=0.16 for fasting copeptin. Fasting and postprandial levels were adjusted for age, sex and BMI. Full models, including unstandardized regression coefficients, are shown in Supplementary Tables 4a-c. 
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Supplementary Figure 3. SEMs linking acute CV events to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups. Numbers at arrows indicate standardized regression coefficients with 95% CI. Fasting and postprandial levels were adjusted for age, sex and BMI. Full models, including unstandardized regression coefficients, are shown in Supplementary Table 2 (stroke) and Supplementary Table 3 (ACS).
Supplementary Figure 4
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Supplementary Figure 4. SEMs linking T2D to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups. Numbers at arrows indicate standardized regression coefficients with 95% CI. Fasting and postprandial levels were adjusted for age, sex and BMI. Full models, including unstandardized regression coefficients, are shown in Supplementary Table 5 (stroke) and Supplementary Table 6 (ACS).  
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Supplementary Figure 5. SEMs linking HOMA-IR to fasting and postprandial levels of (a) MR-proANP, (b) NT-proBNP and (c) Copeptin: subanalysis of stroke and ACS subgroups. Numbers at arrows indicate standardized regression coefficients with 95% CI. Fasting and postprandial levels were adjusted for age, sex and BMI. Full models, including unstandardized regression coefficients, are shown in Supplementary Table 8 (stroke) and Supplementary Table 9 (ACS).  


Supplementary Table Legend
Supplementary Table 1a: SEM results for CV events – Combined model for MR-proANP. Explained variance R2=0.11 for ∆MR-proANP and R2=0.43 for MR-proANP.
Supplementary Table 1b: SEM results for CV events – Combined model for NT-proBNP.
Supplementary Table 1c: SEM results for CV events – Combined model for Copeptin.
Supplementary Table 1d: SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP.
Supplementary Table 1e: SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP.
Supplementary Table 1f: SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin.
Supplementary Table 2a: SEM results for CV events – Stroke Subanalysis for MR-proANP.
Supplementary Table 2b: SEM results for CV events – Stroke Subanalysis for NT-proBNP.
Supplementary Table 2c: SEM results for CV events – Stroke Subanalysis for Copeptin.
Supplementary Table 3a: SEM results for CV events – ACS Subanalysis for MR-proANP.
Supplementary Table 3b: SEM results for CV events – ACS Subanalysis for NT-proBNP.
Supplementary Table 3c: SEM results for CV events – ACS Subanalysis for Copeptin.
Supplementary Table 4a: SEM results for T2D – Combined model for MR-proANP.
Supplementary Table 4b: SEM results for T2D – Combined model for NT-proBNP.
Supplementary Table 4c: SEM results for T2D – Combined model for Copeptin.
Supplementary Table 4d: SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP.
Supplementary Table 4e: SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP.
Supplementary Table 4f: SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin.
Supplementary Table 5a: SEM results for T2D – Stroke Subanalysis for MR-proANP. 
Supplementary Table 5b: SEM results for T2D – Stroke Subanalysis for NT-proBNP.
Supplementary Table 5c: SEM results for T2D – Stroke Subanalysis for Copeptin. 
Supplementary Table 6a: SEM results for T2D – ACS Subanalysis for MR-proANP.
Supplementary Table 6b: SEM results for T2D – ACS Subanalysis for NT-proBNP.
Supplementary Table 6c: SEM results for T2D – ACS Subanalysis for Copeptin.
Supplementary Table 7a: SEM results for HOMA-IR – Combined model for MR-proANP.
Supplementary Table 7b: SEM results for HOMA-IR – Combined model for NT-proBNP.
Supplementary Table 7c: SEM results for HOMA-IR – Combined model for Copeptin.
Supplementary Table 7d: SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP.
Supplementary Table 7e: SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP.
Supplementary Table 7f: SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin.
Supplementary Table 8a: SEM results for HOMA-IR – Stroke Subanalysis for MR-proANP.
Supplementary Table 8b: SEM results for HOMA-IR – Stroke Subanalysis for NT-proBNP.
Supplementary Table 8c: SEM results for HOMA-IR – Stroke Subanalysis for Copeptin.
Supplementary Table 9a: SEM results for HOMA-IR – ACS Subanalysis for MR-proANP.
Supplementary Table 9b: SEM results for HOMA-IR – ACS Subanalysis for NT-proBNP.
Supplementary Table 9c: SEM results for HOMA-IR – ACS Subanalysis for Copeptin.

Supplementary Table 1a

Supplementary Table 1a. SEM results for CV events – Combined model for MR-proANP. Explained variance R2=0.11 for ∆MR-proANP and R2=0.43 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-3.11
	.002**
	-0.06
	[-0.10, -0.02]
	-0.31
	[-0.50, -0.12]

	∆MR-proANP
	CV event
	0.02
	1.04
	.299
	0.02
	[-0.02, 0.07]
	0.09
	[-0.08, 0.25]

	∆MR-proANP
	age
	0.01
	-0.03
	.977
	-0.00
	[-0.02, 0.02]
	-0.00
	[-0.20, 0.19]

	∆MR-proANP
	sex
	0.02
	0.69
	.493
	0.02
	[-0.03, 0.06]
	0.06
	[-0.10, 0.21]

	∆MR-proANP
	BMI
	0.00
	-2.49
	.013*
	-0.00
	[-0.01, -0.00]
	-0.20
	[-0.36, -0.05]

	MR-proANP
	CV event
	0.09
	3.31
	.001***
	0.31
	[0.13, 0.49]
	0.22
	[0.09, 0.34]

	MR-proANP
	age
	0.04
	8.20
	< .001***
	0.34
	[0.26, 0.43]
	0.55
	[0.44, 0.66]

	MR-proANP
	sex
	0.10
	-1.93
	.054
	-0.18
	[-0.37, 0.00]
	-0.12
	[-0.25, 0.00]

	MR-proANP
	BMI
	0.01
	0.88
	.377
	0.01
	[-0.01, 0.02]
	0.06
	[-0.07, 0.19]












Supplementary Table 1b

Supplementary Table 1b. SEM results for CV events – Combined model for NT-proBNP. Explained variance R2=0.07 for ∆NT-proBNP and R2=0.36 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-1.63
	.102
	-0.02
	[-0.03, 0.00]
	-0.16
	[-0.35, 0.03]

	∆NT-proBNP
	CV_event
	0.02
	1.01
	.314
	0.03
	[-0.02, 0.07]
	0.09
	[-0.08, 0.26]

	∆NT-proBNP
	age
	0.01
	3.09
	.002**
	0.04
	[0.01, 0.06]
	0.29
	[0.12, 0.47]

	∆NT-proBNP
	sex
	0.02
	-0.93
	.355
	-0.02
	[-0.07, 0.03]
	-0.08
	[-0.23, 0.08]

	∆NT-proBNP
	BMI
	0.00
	1.40
	.161
	0.00
	[-0.00, 0.01]
	0.12
	[-0.04, 0.28]

	NT-proBNP
	CV_event
	0.20
	4.10
	< .001***
	0.80
	[0.42, 1.19]
	0.28
	[0.15, 0.41]

	NT-proBNP
	age
	0.09
	6.23
	< .001***
	0.55
	[0.38, 0.72]
	0.44
	[0.32, 0.56]

	NT-proBNP
	sex
	0.20
	-1.03
	.302
	-0.21
	[-0.60, 0.19]
	-0.07
	[-0.20, 0.06]

	NT-proBNP
	BMI
	0.01
	0.15
	.879
	0.00
	[-0.03, 0.03]
	0.01
	[-0.12, 0.15]












Supplementary Table 1c

Supplementary Table 1c. SEM results for CV events – Combined model for Copeptin. Explained variance R2=0.16 for ∆Copeptin and R2=0.15 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.04
	-3.26
	.001**
	-0.13
	[-0.21, -0.05]
	-0.27
	[-0.42, -0.11]

	∆Copeptin
	CV_event
	0.06
	-1.64
	.101
	-0.09
	[-0.20, 0.02]
	-0.13
	[-0.29, 0.02]

	∆Copeptin
	age
	0.03
	2.51
	.012*
	0.06
	[0.01, 0.11]
	0.21
	[0.05, 0.37]

	∆Copeptin
	sex
	0.06
	1.22
	.222
	0.07
	[-0.04, 0.19]
	0.10
	[-0.06, 0.27]

	∆Copeptin
	BMI
	0.00
	1.89
	.059
	0.01
	[-0.00, 0.02]
	0.16
	[-0.00, 0.32]

	Copeptin
	CV_event
	0.11
	0.53
	.597
	0.06
	[-0.16, 0.28]
	0.04
	[-0.12, 0.20]

	Copeptin
	age
	0.05
	1.99
	.047*
	0.10
	[0.00, 0.20]
	0.16
	[0.00, 0.32]

	Copeptin
	sex
	0.12
	-4.40
	< .001***
	-0.52
	[-0.75, -0.29]
	-0.35
	[-0.49, -0.21]

	Copeptin
	BMI
	0.01
	2.44
	.015*
	0.02
	[0.00, 0.04]
	0.20
	[0.04, 0.35]












Supplementary Table 1d

Supplementary Table 1d. SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP. Explained variance R2=0.11 for ∆MR-proANP and R2=0.57 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-2.69
	.007**
	-0.06
	[-0.11, -0.02]
	-0.31
	[-0.53, -0.09]

	∆MR-proANP
	CV event
	0.02
	1.06
	.291
	0.03
	[-0.02, 0.07]
	0.09
	[-0.08, 0.26]

	∆MR-proANP
	age
	0.01
	0.18
	.855
	0.00
	[-0.02, 0.03]
	0.02
	[-0.19, 0.23]

	∆MR-proANP
	sex
	0.02
	0.82
	.410
	0.02
	[-0.03, 0.07]
	0.07
	[-0.09, 0.23]

	∆MR-proANP
	BMI
	0.00
	-2.47
	.013*
	-0.00
	[-0.01, -0.00]
	-0.20
	[-0.36, -0.05]

	∆MR-proANP
	GFR
	0.00
	0.59
	.558
	0.00
	[-0.00, 0.00]
	0.06
	[-0.14, 0.25]

	∆MR-proANP
	AF
	0.03
	-0.52
	.605
	-0.01
	[-0.07, 0.04]
	-0.04
	[-0.21, 0.12]

	MR-proANP
	CV event
	0.08
	3.83
	< .001***
	0.31
	[0.15, 0.47]
	0.22
	[0.11, 0.33]

	MR-proANP
	age
	0.04
	4.54
	< .001***
	0.20
	[0.11, 0.28]
	0.31
	[0.18, 0.44]

	MR-proANP
	sex
	0.08
	-1.74
	.081
	-0.15
	[-0.31, 0.02]
	-0.10
	[-0.21, 0.01]

	MR-proANP
	BMI
	0.01
	0.34
	.734
	0.00
	[-0.01, 0.01]
	0.02
	[-0.09, 0.13]

	MR-proANP
	GFR
	0.00
	-4.59
	< .001***
	-0.01
	[-0.01, -0.01]
	-0.30
	[-0.42, -0.17]

	MR-proANP
	AF
	0.09
	-5.03
	< .001***
	-0.47
	[-0.65, -0.29]
	-0.28
	[-0.38, -0.17]








Supplementary Table 1e

Supplementary Table 1e. SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP. Explained variance R2=0.08 for ∆NT-proBNP and R2=0.49 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-0.95
	.344
	-0.01
	[-0.03, 0.01]
	-0.10
	[-0.31, 0.11]

	∆NT-proBNP
	CV event
	0.03
	0.80
	.424
	0.02
	[-0.03, 0.07]
	0.07
	[-0.10, 0.24]

	∆NT-proBNP
	age
	0.01
	3.01
	.003**
	0.04
	[0.01, 0.07]
	0.32
	[0.12, 0.52]

	∆NT-proBNP
	sex
	0.02
	-1.03
	.305
	-0.03
	[-0.07, 0.02]
	-0.08
	[-0.24, 0.08]

	∆NT-proBNP
	BMI
	0.00
	1.50
	.133
	0.00
	[-0.00, 0.01]
	0.12
	[-0.04, 0.29]

	∆NT-proBNP
	GFR
	0.00
	0.46
	.649
	0.00
	[-0.00, 0.00]
	0.04
	[-0.14, 0.23]

	∆NT-proBNP
	AF
	0.03
	1.09
	.277
	0.03
	[-0.03, 0.09]
	0.10
	[-0.08, 0.27]

	NT-proBNP
	CV event
	0.18
	4.65
	< .001***
	0.82
	[0.47, 1.16]
	0.29
	[0.17, 0.41]

	NT-proBNP
	age
	0.09
	3.68
	< .001***
	0.35
	[0.16, 0.53]
	0.28
	[0.13, 0.42]

	NT-proBNP
	sex
	0.18
	-0.38
	.701
	-0.07
	[-0.43, 0.29]
	-0.02
	[-0.14, 0.10]

	NT-proBNP
	BMI
	0.01
	-0.32
	.749
	-0.00
	[-0.03, 0.02]
	-0.02
	[-0.14, 0.10]

	NT-proBNP
	GFR
	0.00
	-2.06
	.040*
	-0.01
	[-0.02, -0.00]
	-0.15
	[-0.28, -0.01]

	NT-proBNP
	AF
	0.20
	-5.49
	< .001***
	-1.11
	[-1.51, -0.72]
	-0.33
	[-0.44, -0.22]








Supplementary Table 1f

Supplementary Table 1f. SEM results for CV events (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin. Explained variance R2=0.16 for ∆Copeptin and R2=0.25 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.04
	-3.35
	.001***
	-0.14
	[-0.22, -0.06]
	-0.29
	[-0.46, -0.13]

	∆Copeptin
	CV event
	0.06
	-1.66
	.098
	-0.09
	[-0.20, 0.02]
	-0.13
	[-0.29, 0.02]

	∆Copeptin
	age
	0.03
	1.69
	.092
	0.05
	[-0.01, 0.11]
	0.17
	[-0.02, 0.36]

	∆Copeptin
	sex
	0.06
	1.00
	.320
	0.06
	[-0.06, 0.18]
	0.09
	[-0.08, 0.25]

	∆Copeptin
	BMI
	0.00
	1.88
	.060
	0.01
	[-0.00, 0.02]
	0.15
	[-0.00, 0.31]

	∆Copeptin
	GFR
	0.00
	-0.90
	.368
	-0.00
	[-0.00, 0.00]
	-0.09
	[-0.27, 0.10]

	∆Copeptin
	AF
	0.06
	0.04
	.972
	0.00
	[-0.12, 0.13]
	0.00
	[-0.15, 0.16]

	Copeptin
	CV event
	0.11
	0.51
	.608
	0.06
	[-0.16, 0.27]
	0.04
	[-0.11, 0.19]

	Copeptin
	age
	0.06
	-0.67
	.502
	-0.04
	[-0.15, 0.07]
	-0.06
	[-0.24, 0.12]

	Copeptin
	sex
	0.11
	-4.71
	< .001***
	-0.53
	[-0.75, -0.31]
	-0.36
	[-0.49, -0.22]

	Copeptin
	BMI
	0.01
	2.20
	.028*
	0.02
	[0.00, 0.03]
	0.17
	[0.02, 0.32]

	Copeptin
	GFR
	0.00
	-4.04
	< .001***
	-0.01
	[-0.02, -0.01]
	-0.35
	[-0.51, -0.19]

	Copeptin
	AF
	0.12
	-1.65
	.100
	-0.20
	[-0.44, 0.04]
	-0.12
	[-0.27, 0.02]








Supplementary Table 2a

Supplementary Table 2a. SEM results for CV events – Stroke Subanalysis for MR-proANP. Explained variance R2=0.12 for ∆MR-proANP and R2=0.40 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-2.88
	.004**
	-0.06
	[-0.10, -0.02]
	-0.31
	[-0.51, -0.10]

	∆MR-proANP
	CV event
	0.03
	1.18
	.240
	0.03
	[-0.02, 0.09]
	0.11
	[-0.07, 0.28]

	∆MR-proANP
	age
	0.01
	-0.43
	.669
	-0.01
	[-0.03, 0.02]
	-0.05
	[-0.26, 0.16]

	∆MR-proANP
	sex
	0.02
	0.40
	.690
	0.01
	[-0.04, 0.06]
	0.03
	[-0.13, 0.20]

	∆MR-proANP
	BMI
	0.00
	-2.54
	.011*
	-0.00
	[-0.01, -0.00]
	-0.22
	[-0.39, -0.06]

	MR-proANP
	CV event
	0.12
	2.58
	.010**
	0.30
	[0.07, 0.53]
	0.19
	[0.05, 0.33]

	MR-proANP
	age
	0.05
	7.29
	< .001***
	0.35
	[0.26, 0.45]
	0.55
	[0.42, 0.67]

	MR-proANP
	sex
	0.10
	-1.51
	.131
	-0.16
	[-0.36, 0.05]
	-0.11
	[-0.24, 0.03]

	MR-proANP
	BMI
	0.01
	0.42
	.677
	0.00
	[-0.01, 0.02]
	0.03
	[-0.11, 0.17]












Supplementary Table 2b

Supplementary Table 2b. SEM results for CV events – Stroke Subanalysis for NT-proBNP. Explained variance R2=0.07 for ∆NT-proBNP and R2=0.34 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-1.22
	.221
	-0.01
	[-0.03, 0.01]
	-0.13
	[-0.33, 0.08]

	∆NT-proBNP
	CV_event
	0.03
	1.72
	.086
	0.05
	[-0.01, 0.11]
	0.16
	[-0.02, 0.34]

	∆NT-proBNP
	age
	0.01
	2.05
	.040*
	0.03
	[0.00, 0.05]
	0.21
	[0.01, 0.41]

	∆NT-proBNP
	sex
	0.03
	-0.81
	.416
	-0.02
	[-0.07, 0.03]
	-0.07
	[-0.24, 0.10]

	∆NT-proBNP
	BMI
	0.00
	1.26
	.206
	0.00
	[-0.00, 0.01]
	0.11
	[-0.06, 0.29]

	NT-proBNP
	CV_event
	0.23
	3.41
	.001***
	0.80
	[0.34, 1.26]
	0.26
	[0.12, 0.40]

	NT-proBNP
	age
	0.10
	5.51
	< .001***
	0.53
	[0.34, 0.72]
	0.43
	[0.30, 0.57]

	NT-proBNP
	sex
	0.21
	-0.52
	.601
	-0.11
	[-0.51, 0.30]
	-0.04
	[-0.18, 0.11]

	NT-proBNP
	BMI
	0.02
	-0.28
	.777
	-0.00
	[-0.04, 0.03]
	-0.02
	[-0.17, 0.13]












Supplementary Table 2c

Supplementary Table 2c. SEM results for CV events – Stroke Subanalysis for Copeptin. Explained variance R2=0.13 for ∆Copeptin and R2=0.18 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.05
	-2.43
	.015*
	-0.11
	[-0.20, -0.02]
	-0.22
	[-0.40, -0.05]

	∆Copeptin
	CV_event
	0.07
	-1.46
	.144
	-0.10
	[-0.24, 0.03]
	-0.13
	[-0.30, 0.04]

	∆Copeptin
	age
	0.03
	2.12
	.034*
	0.06
	[0.00, 0.12]
	0.20
	[0.02, 0.38]

	∆Copeptin
	sex
	0.07
	1.08
	.282
	0.07
	[-0.06, 0.20]
	0.10
	[-0.08, 0.28]

	∆Copeptin
	BMI
	0.00
	1.43
	.152
	0.01
	[-0.00, 0.02]
	0.13
	[-0.05, 0.30]

	Copeptin
	CV_event
	0.13
	1.25
	.213
	0.17
	[-0.10, 0.43]
	0.11
	[-0.06, 0.28]

	Copeptin
	age
	0.06
	2.03
	.043*
	0.11
	[0.00, 0.22]
	0.18
	[0.01, 0.35]

	Copeptin
	sex
	0.12
	-4.36
	< .001***
	-0.52
	[-0.76, -0.29]
	-0.37
	[-0.52, -0.22]

	Copeptin
	BMI
	0.01
	1.92
	.055
	0.02
	[-0.00, 0.04]
	0.17
	[-0.00, 0.33]












Supplementary Table 3a

Supplementary Table 3a. SEM results for CV events – ACS Subanalysis for MR-proANP. Explained variance R2=0.16 for ∆MR-proANP and R2=0.41 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-3.51
	< .001***
	-0.08
	[-0.12, -0.03]
	-0.38
	[-0.58, -0.18]

	∆MR-proANP
	CV event
	0.03
	0.66
	.511
	0.02
	[-0.04, 0.08]
	0.06
	[-0.12, 0.24]

	∆MR-proANP
	age
	0.01
	0.37
	.714
	0.01
	[-0.02, 0.03]
	0.04
	[-0.17, 0.25]

	∆MR-proANP
	sex
	0.03
	0.76
	.447
	0.02
	[-0.03, 0.07]
	0.07
	[-0.11, 0.24]

	∆MR-proANP
	BMI
	0.00
	-2.73
	.006**
	-0.01
	[-0.01, -0.00]
	-0.24
	[-0.41, -0.08]

	MR-proANP
	CV event
	0.12
	2.50
	.012*
	0.31
	[0.07, 0.55]
	0.18
	[0.04, 0.33]

	MR-proANP
	age
	0.05
	7.82
	< .001***
	0.36
	[0.27, 0.45]
	0.58
	[0.46, 0.69]

	MR-proANP
	sex
	0.11
	-1.13
	.260
	-0.12
	[-0.34, 0.09]
	-0.08
	[-0.23, 0.06]

	MR-proANP
	BMI
	0.01
	0.53
	.593
	0.00
	[-0.01, 0.02]
	0.04
	[-0.11, 0.19]












Supplementary Table 3b

Supplementary Table 3b. SEM results for CV events – ACS Subanalysis for NT-proBNP. Explained variance R2=0.05 for ∆NT-proBNP and R2=0.34 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-1.46
	.143
	-0.02
	[-0.04, 0.01]
	-0.16
	[-0.37, 0.05]

	∆NT-proBNP
	CV_event
	0.03
	0.02
	.987
	0.00
	[-0.06, 0.07]
	0.00
	[-0.19, 0.19]

	∆NT-proBNP
	age
	0.01
	2.50
	.012*
	0.03
	[0.01, 0.06]
	0.27
	[0.07, 0.47]

	∆NT-proBNP
	sex
	0.03
	-0.19
	.846
	-0.01
	[-0.06, 0.05]
	-0.02
	[-0.20, 0.17]

	∆NT-proBNP
	BMI
	0.00
	0.62
	.536
	0.00
	[-0.00, 0.01]
	0.06
	[-0.13, 0.24]

	NT-proBNP
	CV_event
	0.26
	3.26
	.001**
	0.85
	[0.34, 1.36]
	0.25
	[0.11, 0.40]

	NT-proBNP
	age
	0.10
	6.20
	< .001***
	0.59
	[0.41, 0.78]
	0.48
	[0.35, 0.61]

	NT-proBNP
	sex
	0.23
	-0.32
	.750
	-0.07
	[-0.52, 0.37]
	-0.02
	[-0.18, 0.13]

	NT-proBNP
	BMI
	0.02
	0.19
	.851
	0.00
	[-0.03, 0.03]
	0.01
	[-0.14, 0.17]












Supplementary Table 3c

Supplementary Table 3c. SEM results for CV events – ACS Subanalysis for Copeptin. Explained variance R2=0.17 for ∆Copeptin and R2=0.14 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.05
	-3.05
	.002**
	-0.14
	[-0.24, -0.05]
	-0.27
	[-0.45, -0.10]

	∆Copeptin
	CV_event
	0.08
	-1.10
	.272
	-0.09
	[-0.24, 0.07]
	-0.10
	[-0.27, 0.08]

	∆Copeptin
	age
	0.03
	2.53
	.011*
	0.07
	[0.02, 0.13]
	0.23
	[0.06, 0.40]

	∆Copeptin
	sex
	0.07
	1.32
	.186
	0.10
	[-0.05, 0.24]
	0.13
	[-0.06, 0.31]

	∆Copeptin
	BMI
	0.00
	1.39
	.164
	0.01
	[-0.00, 0.02]
	0.13
	[-0.05, 0.31]

	Copeptin
	CV_event
	0.15
	-0.71
	.477
	-0.11
	[-0.41, 0.19]
	-0.06
	[-0.24, 0.11]

	Copeptin
	age
	0.06
	1.36
	.173
	0.08
	[-0.03, 0.18]
	0.12
	[-0.05, 0.30]

	Copeptin
	sex
	0.13
	-4.17
	< .001***
	-0.55
	[-0.81, -0.29]
	-0.38
	[-0.54, -0.22]

	Copeptin
	BMI
	0.01
	1.82
	.069
	0.02
	[-0.00, 0.04]
	0.17
	[-0.01, 0.35]


  









Supplementary Table 4a

Supplementary Table 4a. SEM results for T2D – Combined model for MR-proANP. Explained variance R2=0.05 for ∆MR-proANP and R2=0.37 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-3.28
	.001**
	-0.07
	[-0.12, -0.03]
	-0.26
	[-0.41, -0.11]

	∆MR-proANP
	diabetes
	0.03
	-0.00
	1.00
	-0.00
	[-0.06, 0.06]
	-0.00
	[-0.14, 0.14]

	∆MR-proANP
	age
	0.01
	1.34
	.181
	0.02
	[-0.01, 0.04]
	0.11
	[-0.05, 0.27]

	∆MR-proANP
	sex
	0.03
	1.22
	.223
	0.03
	[-0.02, 0.08]
	0.08
	[-0.05, 0.20]

	∆MR-proANP
	BMI
	0.00
	-0.95
	.344
	-0.00
	[-0.01, 0.00]
	-0.07
	[-0.20, 0.07]

	MR-proANP
	diabetes
	0.09
	-0.32
	.745
	-0.03
	[-0.20, 0.14]
	-0.02
	[-0.13, 0.09]

	MR-proANP
	age
	0.03
	11.64
	< .001***
	0.32
	[0.26, 0.37]
	0.61
	[0.54, 0.69]

	MR-proANP
	sex
	0.07
	0.69
	.490
	0.05
	[-0.09, 0.19]
	0.04
	[-0.06, 0.14]

	MR-proANP
	BMI
	0.01
	0.64
	.520
	0.00
	[-0.01, 0.02]
	0.04
	[-0.07, 0.15]












Supplementary Table 4b

Supplementary Table 4b. SEM results for T2D – Combined model for NT-proBNP. Explained variance R2=0.10 for ∆NT-proBNP and R2=0.26 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-2.58
	.010**
	-0.02
	[-0.03, -0.00]
	-0.18
	[-0.32, -0.05]

	∆NT-proBNP
	diabetes
	0.02
	-0.73
	.464
	-0.02
	[-0.06, 0.03]
	-0.05
	[-0.18, 0.08]

	∆NT-proBNP
	age
	0.01
	4.97
	< .001***
	0.04
	[0.02, 0.05]
	0.36
	[0.22, 0.49]

	∆NT-proBNP
	sex
	0.02
	-1.17
	.242
	-0.02
	[-0.06, 0.01]
	-0.07
	[-0.19, 0.05]

	∆NT-proBNP
	BMI
	0.00
	0.49
	.627
	0.00
	[-0.00, 0.00]
	0.03
	[-0.10, 0.16]

	NT-proBNP
	diabetes
	0.19
	1.33
	.183
	0.25
	[-0.12, 0.63]
	0.08
	[-0.04, 0.20]

	NT-proBNP
	age
	0.06
	8.43
	< .001***
	0.51
	[0.39, 0.63]
	0.48
	[0.39, 0.57]

	NT-proBNP
	sex
	0.16
	1.86
	.063
	0.30
	[-0.02, 0.61]
	0.10
	[-0.00, 0.21]

	NT-proBNP
	BMI
	0.02
	0.67
	.503
	0.01
	[-0.02, 0.04]
	0.04
	[-0.08, 0.16]












Supplementary Table 4c

Supplementary Table 4c. SEM results for T2D – Combined model for Copeptin. Explained variance R2=0.13 for ∆Copeptin and R2=0.16 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.03
	-5.45
	< .001***
	-0.16
	[-0.22, -0.10]
	-0.36
	[-0.48, -0.24]

	∆Copeptin
	diabetes
	0.05
	0.81
	.419
	0.04
	[-0.06, 0.14]
	0.06
	[-0.08, 0.19]

	∆Copeptin
	age
	0.02
	0.71
	.476
	0.01
	[-0.02, 0.04]
	0.05
	[-0.08, 0.17]

	∆Copeptin
	sex
	0.04
	0.43
	.671
	0.02
	[-0.07, 0.10]
	0.03
	[-0.10, 0.15]

	∆Copeptin
	BMI
	0.00
	2.08
	.037*
	0.01
	[0.00, 0.02]
	0.14
	[0.01, 0.27]

	Copeptin
	diabetes
	0.11
	1.04
	.296
	0.12
	[-0.10, 0.33]
	0.07
	[-0.06, 0.20]

	Copeptin
	age
	0.04
	2.65
	.008**
	0.09
	[0.02, 0.16]
	0.16
	[0.04, 0.28]

	Copeptin
	sex
	0.09
	-4.47
	< .001***
	-0.42
	[-0.60, -0.23]
	-0.27
	[-0.38, -0.16]

	Copeptin
	BMI
	0.01
	2.97
	.003**
	0.03
	[0.01, 0.05]
	0.20
	[0.07, 0.32]












Supplementary Table 4d

Supplementary Table 4d. SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP. Explained variance R2=0.04 for ∆MR-proANP and R2=0.53 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.03
	-0.91
	.361
	-0.02
	[-0.07, 0.03]
	-0.10
	[-0.31, 0.11]

	∆MR-proANP
	diabetes
	0.03
	0.02
	.983
	0.00
	[-0.07, 0.07]
	0.00
	[-0.17, 0.17]

	∆MR-proANP
	age
	0.01
	-1.34
	.179
	-0.02
	[-0.04, 0.01]
	-0.14
	[-0.34, 0.06]

	∆MR-proANP
	sex
	0.02
	1.20
	.229
	0.03
	[-0.02, 0.08]
	0.09
	[-0.06, 0.24]

	∆MR-proANP
	BMI
	0.00
	-0.39
	.698
	-0.00
	[-0.01, 0.00]
	-0.03
	[-0.20, 0.13]

	∆MR-proANP
	GFR
	0.00
	-1.35
	.176
	-0.00
	[-0.00, 0.00]
	-0.13
	[-0.32, 0.06]

	∆MR-proANP
	AF
	0.03
	-0.44
	.661
	-0.01
	[-0.07, 0.05]
	-0.04
	[-0.20, 0.13]

	MR-proANP
	diabetes
	0.10
	-0.08
	.939
	-0.01
	[-0.21, 0.19]
	-0.00
	[-0.12, 0.11]

	MR-proANP
	age
	0.03
	6.38
	< .001***
	0.21
	[0.15, 0.28]
	0.42
	[0.30, 0.54]

	MR-proANP
	sex
	0.07
	0.19
	.848
	0.01
	[-0.13, 0.16]
	0.01
	[-0.09, 0.11]

	MR-proANP
	BMI
	0.01
	-0.57
	.569
	-0.00
	[-0.02, 0.01]
	-0.03
	[-0.15, 0.08]

	MR-proANP
	GFR
	0.00
	-4.08
	< .001***
	-0.01
	[-0.01, -0.00]
	-0.26
	[-0.39, -0.14]

	MR-proANP
	AF
	0.08
	-4.86
	< .001***
	-0.41
	[-0.57, -0.24]
	-0.26
	[-0.37, -0.16]








Supplementary Table 4e

Supplementary  Table 4e. SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP. Explained variance R2=0.12 for ∆NT-proBNP and R2=0.55 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-0.33
	.740
	-0.00
	[-0.02, 0.02]
	-0.04
	[-0.24, 0.17]

	∆NT-proBNP
	diabetes
	0.03
	0.14
	.886
	0.00
	[-0.05, 0.06]
	0.01
	[-0.15, 0.17]

	∆NT-proBNP
	age
	0.01
	3.88
	< .001***
	0.04
	[0.02, 0.06]
	0.36
	[0.19, 0.54]

	∆NT-proBNP
	sex
	0.02
	-1.44
	.149
	-0.03
	[-0.07, 0.01]
	-0.11
	[-0.25, 0.04]

	∆NT-proBNP
	BMI
	0.00
	0.96
	.337
	0.00
	[-0.00, 0.01]
	0.08
	[-0.08, 0.23]

	∆NT-proBNP
	GFR
	0.00
	1.85
	.064
	0.00
	[-0.00, 0.00]
	0.17
	[-0.01, 0.35]

	∆NT-proBNP
	AF
	0.03
	1.90
	.058
	0.05
	[-0.00, 0.10]
	0.17
	[-0.00, 0.34]

	NT-proBNP
	diabetes
	0.20
	1.99
	.047*
	0.41
	[0.01, 0.81]
	0.12
	[0.00, 0.23]

	NT-proBNP
	age
	0.07
	4.18
	< .001***
	0.28
	[0.15, 0.42]
	0.27
	[0.14, 0.39]

	NT-proBNP
	sex
	0.15
	2.43
	.015*
	0.36
	[0.07, 0.66]
	0.13
	[0.03, 0.23]

	NT-proBNP
	BMI
	0.02
	-0.97
	.330
	-0.02
	[-0.05, 0.02]
	-0.06
	[-0.17, 0.06]

	NT-proBNP
	GFR
	0.00
	-3.41
	.001***
	-0.01
	[-0.02, -0.01]
	-0.21
	[-0.34, -0.09]

	NT-proBNP
	AF
	0.17
	-8.23
	< .001***
	-1.40
	[-1.74, -1.07]
	-0.44
	[-0.53, -0.34]








Supplementary Table 4f

Supplementary Table 4f. SEM results for T2D (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin. Explained variance R2=0.21 for ∆Copeptin and R2=0.34 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.04
	-6.27
	< .001***
	-0.23
	[-0.30, -0.15]
	-0.53
	[-0.68, -0.38]

	∆Copeptin
	diabetes
	0.06
	1.13
	.259
	0.07
	[-0.05, 0.18]
	0.09
	[-0.07, 0.25]

	∆Copeptin
	age
	0.02
	0.65
	.515
	0.01
	[-0.03, 0.05]
	0.06
	[-0.11, 0.23]

	∆Copeptin
	sex
	0.05
	-1.10
	.273
	-0.05
	[-0.14, 0.04]
	-0.08
	[-0.23, 0.07]

	∆Copeptin
	BMI
	0.00
	1.52
	.129
	0.01
	[-0.00, 0.02]
	0.12
	[-0.03, 0.27]

	∆Copeptin
	GFR
	0.00
	-0.98
	.329
	-0.00
	[-0.00, 0.00]
	-0.09
	[-0.27, 0.09]

	∆Copeptin
	AF
	0.05
	-0.51
	.609
	-0.02
	[-0.12, 0.07]
	-0.04
	[-0.18, 0.10]

	Copeptin
	diabetes
	0.12
	1.99
	.047*
	0.25
	[0.00, 0.49]
	0.14
	[0.00, 0.28]

	Copeptin
	age
	0.04
	-0.76
	.450
	-0.03
	[-0.11, 0.05]
	-0.06
	[-0.22, 0.10]

	Copeptin
	sex
	0.09
	-5.67
	< .001***
	-0.52
	[-0.70, -0.34]
	-0.36
	[-0.48, -0.25]

	Copeptin
	BMI
	0.01
	1.66
	.096
	0.02
	[-0.00, 0.04]
	0.12
	[-0.02, 0.25]

	Copeptin
	GFR
	0.00
	-5.50
	< .001***
	-0.01
	[-0.02, -0.01]
	-0.43
	[-0.57, -0.29]

	Copeptin
	AF
	0.10
	-0.30
	.765
	-0.03
	[-0.24, 0.17]
	-0.02
	[-0.15, 0.11]








Supplementary Table 5a

Supplementary Table 5a. SEM results for T2D – Stroke Subanalysis for MR-proANP. Explained variance R2=0.04 for ∆MR-proANP and R2=0.39 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.03
	-2.36
	.018*
	-0.06
	[-0.12, -0.01]
	-0.22
	[-0.41, -0.04]

	∆MR-proANP
	diabetes
	0.04
	-0.00
	.999
	-0.00
	[-0.08, 0.08]
	-0.00
	[-0.17, 0.17]

	∆MR-proANP
	age
	0.01
	0.84
	.399
	0.01
	[-0.02, 0.04]
	0.08
	[-0.11, 0.27]

	∆MR-proANP
	sex
	0.03
	0.73
	.465
	0.02
	[-0.04, 0.08]
	0.06
	[-0.09, 0.20]

	∆MR-proANP
	BMI
	0.00
	-0.77
	.443
	-0.00
	[-0.01, 0.00]
	-0.06
	[-0.23, 0.10]

	MR-proANP
	diabetes
	0.12
	0.36
	.718
	0.04
	[-0.19, 0.27]
	0.02
	[-0.11, 0.16]

	MR-proANP
	age
	0.03
	9.87
	< .001***
	0.31
	[0.25, 0.38]
	0.61
	[0.52, 0.70]

	MR-proANP
	sex
	0.08
	0.86
	.392
	0.07
	[-0.09, 0.24]
	0.05
	[-0.07, 0.17]

	MR-proANP
	BMI
	0.01
	-0.14
	.888
	-0.00
	[-0.02, 0.02]
	-0.01
	[-0.14, 0.12]











Supplementary Table 5b

Supplementary Table 5b. SEM results for T2D – Stroke Subanalysis for NT-proBNP. Explained variance R2=0.08 for ∆NT-proBNP and R2=0.33 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-2.05
	.041*
	-0.02
	[-0.03, -0.00]
	-0.18
	[-0.35, -0.01]

	∆NT-proBNP
	diabetes
	0.03
	0.22
	.829
	0.01
	[-0.05, 0.06]
	0.02
	[-0.15, 0.18]

	∆NT-proBNP
	age
	0.01
	3.39
	.001***
	0.03
	[0.01, 0.05]
	0.30
	[0.13, 0.46]

	∆NT-proBNP
	sex
	0.02
	-1.35
	.178
	-0.03
	[-0.07, 0.01]
	-0.10
	[-0.25, 0.04]

	∆NT-proBNP
	BMI
	0.00
	0.83
	.407
	0.00
	[-0.00, 0.01]
	0.07
	[-0.09, 0.23]

	NT-proBNP
	diabetes
	0.25
	1.90
	.057
	0.47
	[-0.01, 0.96]
	0.13
	[-0.00, 0.27]

	NT-proBNP
	age
	0.07
	7.84
	< .001***
	0.53
	[0.40, 0.67]
	0.50
	[0.40, 0.61]

	NT-proBNP
	sex
	0.18
	2.54
	.011*
	0.46
	[0.10, 0.81]
	0.16
	[0.04, 0.28]

	NT-proBNP
	BMI
	0.02
	-0.62
	.533
	-0.01
	[-0.05, 0.03]
	-0.04
	[-0.18, 0.09]












Supplementary Table 5c

Supplementary Table 5c. SEM results for T2D – Stroke Subanalysis for Copeptin. Explained variance R2=0.16 for ∆Copeptin and R2=0.22 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.04
	-5.43
	< .001***
	-0.20
	[-0.27, -0.13]
	-0.43
	[-0.58, -0.29]

	∆Copeptin
	diabetes
	0.07
	1.12
	.261
	0.07
	[-0.06, 0.20]
	0.09
	[-0.07, 0.25]

	∆Copeptin
	age
	0.02
	0.89
	.372
	0.02
	[-0.02, 0.05]
	0.07
	[-0.08, 0.21]

	∆Copeptin
	sex
	0.05
	-0.29
	.769
	-0.01
	[-0.11, 0.08]
	-0.02
	[-0.17, 0.13]

	∆Copeptin
	BMI
	0.01
	1.68
	.094
	0.01
	[-0.00, 0.02]
	0.13
	[-0.02, 0.29]

	Copeptin
	diabetes
	0.13
	2.40
	.016*
	0.32
	[0.06, 0.59]
	0.19
	[0.04, 0.34]

	Copeptin
	age
	0.04
	2.60
	.009**
	0.10
	[0.02, 0.17]
	0.18
	[0.05, 0.32]

	Copeptin
	sex
	0.10
	-4.52
	< .001***
	-0.45
	[-0.64, -0.25]
	-0.31
	[-0.43, -0.18]

	Copeptin
	BMI
	0.01
	1.69
	.091
	0.02
	[-0.00, 0.04]
	0.13
	[-0.02, 0.28]











Supplementary Table 6a

Supplementary Table 6a. SEM results for T2D – ACS Subanalysis for MR-proANP. Explained variance R2=0.09 for ∆MR-proANP and R2=0.37 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.04
	-2.30
	.021*
	-0.10
	[-0.19, -0.01]
	-0.32
	[-0.59, -0.06]

	∆MR-proANP
	diabetes
	0.05
	0.03
	.978
	0.00
	[-0.09, 0.09]
	0.00
	[-0.24, 0.25]

	∆MR-proANP
	age
	0.02
	1.18
	.237
	0.03
	[-0.02, 0.08]
	0.18
	[-0.11, 0.47]

	∆MR-proANP
	sex
	0.05
	1.11
	.267
	0.06
	[-0.04, 0.16]
	0.13
	[-0.10, 0.35]

	∆MR-proANP
	BMI
	0.00
	-0.43
	.668
	-0.00
	[-0.01, 0.01]
	-0.05
	[-0.30, 0.19]

	MR-proANP
	diabetes
	0.13
	-1.50
	.135
	-0.19
	[-0.43, 0.06]
	-0.15
	[-0.35, 0.05]

	MR-proANP
	age
	0.05
	6.44
	< .001***
	0.33
	[0.23, 0.43]
	0.65
	[0.51, 0.79]

	MR-proANP
	sex
	0.14
	0.12
	.908
	0.02
	[-0.26, 0.29]
	0.01
	[-0.18, 0.20]

	MR-proANP
	BMI
	0.01
	1.15
	.252
	0.01
	[-0.01, 0.04]
	0.12
	[-0.08, 0.32]












Supplementary Table 6b

Supplementary Table 6b. SEM results for T2D – ACS Subanalysis for NT-proBNP. Explained variance R2=0.19 for ∆NT-proBNP and R2=0.17 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-0.91
	.360
	-0.01
	[-0.04, 0.02]
	-0.11
	[-0.33, 0.12]

	∆NT-proBNP
	diabetes
	0.04
	-1.36
	.172
	-0.05
	[-0.12, 0.02]
	-0.16
	[-0.38, 0.07]

	∆NT-proBNP
	age
	0.02
	3.63
	< .001***
	0.06
	[0.03, 0.09]
	0.46
	[0.24, 0.68]

	∆NT-proBNP
	sex
	0.04
	-0.01
	.991
	-0.00
	[-0.08, 0.08]
	-0.00
	[-0.21, 0.21]

	∆NT-proBNP
	BMI
	0.00
	-0.19
	.849
	-0.00
	[-0.01, 0.01]
	-0.02
	[-0.25, 0.21]

	NT-proBNP
	diabetes
	0.28
	-0.88
	.379
	-0.25
	[-0.79, 0.30]
	-0.10
	[-0.33, 0.12]

	NT-proBNP
	age
	0.11
	3.90
	< .001***
	0.45
	[0.22, 0.67]
	0.45
	[0.25, 0.65]

	NT-proBNP
	sex
	0.31
	-0.43
	.666
	-0.13
	[-0.75, 0.48]
	-0.05
	[-0.26, 0.16]

	NT-proBNP
	BMI
	0.03
	1.54
	.124
	0.04
	[-0.01, 0.09]
	0.18
	[-0.04, 0.40]












Supplementary Table 6c

Supplementary Table 6c. SEM results for T2D – ACS Subanalysis for Copeptin. Explained variance R2=0.09 for ∆Copeptin and R2=0.08 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.05
	-2.04
	.041*
	-0.10
	[-0.19, -0.00]
	-0.25
	[-0.48, -0.02]

	∆Copeptin
	diabetes
	0.08
	0.27
	.790
	0.02
	[-0.13, 0.17]
	0.03
	[-0.22, 0.29]

	∆Copeptin
	age
	0.03
	0.16
	.873
	0.01
	[-0.06, 0.07]
	0.02
	[-0.23, 0.27]

	∆Copeptin
	sex
	0.09
	1.13
	.259
	0.10
	[-0.07, 0.27]
	0.14
	[-0.10, 0.37]

	∆Copeptin
	BMI
	0.01
	0.89
	.371
	0.01
	[-0.01, 0.02]
	0.12
	[-0.14, 0.38]

	Copeptin
	diabetes
	0.20
	-1.00
	.317
	-0.20
	[-0.59, 0.19]
	-0.13
	[-0.38, 0.12]

	Copeptin
	age
	0.08
	0.84
	.400
	0.07
	[-0.09, 0.24]
	0.11
	[-0.14, 0.35]

	Copeptin
	sex
	0.23
	-1.49
	.137
	-0.34
	[-0.78, 0.11]
	-0.18
	[-0.41, 0.05]

	Copeptin
	BMI
	0.02
	2.05
	.041*
	0.04
	[0.00, 0.08]
	0.26
	[0.02, 0.51]












Supplementary Table 7a

Supplementary Table 7a. SEM results for HOMA-IR – Combined model for MR-proANP. Explained variance R2=0.07 for ∆MR-proANP and R2=0.39 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-3.71
	< .001***
	-0.09
	[-0.13, -0.04]
	-0.29
	[-0.44, -0.14]

	∆MR-proANP
	HOMA-IR
	0.02
	-2.43
	.015*
	-0.05
	[-0.09, -0.01]
	-0.18
	[-0.33, -0.04]

	∆MR-proANP
	age
	0.01
	1.87
	.062
	0.02
	[-0.00, 0.05]
	0.15
	[-0.01, 0.30]

	∆MR-proANP
	sex
	0.03
	1.05
	.294
	0.03
	[-0.02, 0.08]
	0.07
	[-0.06, 0.19]

	∆MR-proANP
	BMI
	0.00
	0.48
	.632
	0.00
	[-0.00, 0.01]
	0.04
	[-0.11, 0.18]

	MR-proANP
	HOMA-IR
	0.06
	-3.12
	.002**
	-0.17
	[-0.28, -0.06]
	-0.19
	[-0.30, -0.07]

	MR-proANP
	age
	0.03
	12.50
	< .001***
	0.32
	[0.27, 0.37]
	0.63
	[0.56, 0.70]

	MR-proANP
	sex
	0.07
	0.57
	.569
	0.04
	[-0.10, 0.18]
	0.03
	[-0.07, 0.13]

	MR-proANP
	BMI
	0.01
	2.21
	.027*
	0.02
	[0.00, 0.03]
	0.13
	[0.02, 0.25]












Supplementary Table 7b

Supplementary Table 7b. SEM results for HOMA-IR – Combined model for NT-proBNP. Explained variance R2=0.10 for ∆NT-proBNP and R2=0.27 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-2.83
	.005**
	-0.02
	[-0.03, -0.01]
	-0.20
	[-0.34, -0.06]

	∆NT-proBNP
	HOMA-IR
	0.01
	-1.30
	.195
	-0.02
	[-0.05, 0.01]
	-0.09
	[-0.24, 0.05]

	∆NT-proBNP
	age
	0.01
	5.07
	< .001***
	0.04
	[0.02, 0.05]
	0.36
	[0.23, 0.49]

	∆NT-proBNP
	sex
	0.02
	-1.15
	.250
	-0.02
	[-0.06, 0.01]
	-0.07
	[-0.19, 0.05]

	∆NT-proBNP
	BMI
	0.00
	0.91
	.365
	0.00
	[-0.00, 0.01]
	0.07
	[-0.08, 0.21]

	NT-proBNP
	HOMA-IR
	0.12
	-2.34
	.020*
	-0.29
	[-0.53, -0.05]
	-0.15
	[-0.28, -0.03]

	NT-proBNP
	age
	0.06
	9.35
	< .001***
	0.54
	[0.43, 0.65]
	0.51
	[0.43, 0.60]

	NT-proBNP
	sex
	0.16
	1.57
	.116
	0.25
	[-0.06, 0.56]
	0.09
	[-0.02, 0.19]

	NT-proBNP
	BMI
	0.02
	2.42
	.016*
	0.04
	[0.01, 0.08]
	0.16
	[0.03, 0.28]












Supplementary Table 7c

Supplementary Table 7c. SEM results for HOMA-IR – Combined model for Copeptin. R2=0.13 for ∆Copeptin and R2=0.16 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.03
	-5.42
	< .001***
	-0.16
	[-0.22, -0.10]
	-0.36
	[-0.48, -0.24]

	∆Copeptin
	HOMA-IR
	0.03
	0.14
	.887
	0.00
	[-0.06, 0.07]
	0.01
	[-0.13, 0.15]

	∆Copeptin
	age
	0.02
	0.93
	.353
	0.01
	[-0.02, 0.05]
	0.06
	[-0.06, 0.18]

	∆Copeptin
	sex
	0.04
	0.30
	.768
	0.01
	[-0.07, 0.10]
	0.02
	[-0.11, 0.14]

	∆Copeptin
	BMI
	0.00
	2.14
	.032*
	0.01
	[0.00, 0.02]
	0.16
	[0.02, 0.30]

	Copeptin
	HOMA-IR
	0.07
	1.48
	.139
	0.11
	[-0.04, 0.25]
	0.11
	[-0.03, 0.24]

	Copeptin
	age
	0.03
	2.77
	.006**
	0.10
	[0.03, 0.16]
	0.17
	[0.05, 0.28]

	Copeptin
	sex
	0.09
	-4.58
	< .001***
	-0.42
	[-0.61, -0.24]
	-0.27
	[-0.38, -0.16]

	Copeptin
	BMI
	0.01
	2.33
	.020*
	0.02
	[0.00, 0.04]
	0.17
	[0.03, 0.30]












Supplementary Table 7d

Supplementary Table 7d. SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for MR-proANP. Explained variance R2=0.08 for ∆MR-proANP and R2=0.54 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.02
	-3.09
	.002**
	-0.07
	[-0.12, -0.03]
	-0.28
	[-0.45, -0.11]

	∆MR-proANP
	HOMA-IR
	0.02
	-2.90
	.004**
	-0.05
	[-0.09, -0.02]
	-0.22
	[-0.36, -0.07]

	∆MR-proANP
	age
	0.01
	-0.12
	.901
	-0.00
	[-0.02, 0.02]
	-0.01
	[-0.18, 0.16]

	∆MR-proANP
	sex
	0.02
	1.15
	.250
	0.03
	[-0.02, 0.07]
	0.07
	[-0.05, 0.19]

	∆MR-proANP
	BMI
	0.00
	0.87
	.383
	0.00
	[-0.00, 0.01]
	0.06
	[-0.08, 0.21]

	∆MR-proANP
	GFR
	0.00
	-2.06
	.039*
	-0.00
	[-0.00, -0.00]
	-0.17
	[-0.33, -0.01]

	∆MR-proANP
	AF
	0.03
	-1.37
	.172
	-0.04
	[-0.09, 0.02]
	-0.09
	[-0.22, 0.04]

	MR-proANP
	HOMA-IR
	0.05
	-3.61
	< .001***
	-0.17
	[-0.27, -0.08]
	-0.19
	[-0.29, -0.09]

	MR-proANP
	age
	0.03
	7.59
	< .001***
	0.21
	[0.16, 0.26]
	0.41
	[0.31, 0.51]

	MR-proANP
	sex
	0.06
	-0.57
	.568
	-0.04
	[-0.16, 0.09]
	-0.03
	[-0.11, 0.06]

	MR-proANP
	BMI
	0.01
	1.75
	.081
	0.01
	[-0.00, 0.03]
	0.09
	[-0.01, 0.19]

	MR-proANP
	GFR
	0.00
	-5.56
	< .001***
	-0.01
	[-0.01, -0.01]
	-0.30
	[-0.41, -0.20]

	MR-proANP
	AF
	0.07
	-5.07
	< .001***
	-0.35
	[-0.48, -0.21]
	-0.23
	[-0.32, -0.14]








Supplementary Table 7e

Supplementary Table 7e. SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for NT-proBNP. Explained variance R2=0.11 for ∆NT-proBNP and R2=0.45 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-1.64
	.101
	-0.01
	[-0.03, 0.00]
	-0.13
	[-0.29, 0.03]

	∆NT-proBNP
	HOMA-IR
	0.01
	-1.16
	.244
	-0.02
	[-0.04, 0.01]
	-0.09
	[-0.23, 0.06]

	∆NT-proBNP
	age
	0.01
	4.92
	< .001***
	0.04
	[0.03, 0.06]
	0.39
	[0.24, 0.53]

	∆NT-proBNP
	sex
	0.02
	-1.09
	.276
	-0.02
	[-0.06, 0.02]
	-0.07
	[-0.19, 0.05]

	∆NT-proBNP
	BMI
	0.00
	0.84
	.401
	0.00
	[-0.00, 0.01]
	0.06
	[-0.08, 0.20]

	∆NT-proBNP
	GFR
	0.00
	0.71
	.480
	0.00
	[-0.00, 0.00]
	0.05
	[-0.10, 0.21]

	∆NT-proBNP
	AF
	0.02
	1.60
	.109
	0.04
	[-0.01, 0.08]
	0.11
	[-0.02, 0.25]

	NT-proBNP
	HOMA-IR
	0.11
	-2.56
	.010*
	-0.28
	[-0.49, -0.07]
	-0.15
	[-0.26, -0.04]

	NT-proBNP
	age
	0.06
	4.98
	< .001***
	0.31
	[0.19, 0.43]
	0.29
	[0.18, 0.41]

	NT-proBNP
	sex
	0.14
	0.89
	.375
	0.12
	[-0.15, 0.40]
	0.04
	[-0.05, 0.14]

	NT-proBNP
	BMI
	0.02
	2.14
	.032*
	0.03
	[0.00, 0.06]
	0.12
	[0.01, 0.23]

	NT-proBNP
	GFR
	0.00
	-3.59
	< .001***
	-0.01
	[-0.02, -0.01]
	-0.21
	[-0.33, -0.10]

	NT-proBNP
	AF
	0.16
	-7.65
	< .001***
	-1.19
	[-1.49, -0.88]
	-0.38
	[-0.46, -0.29]








Supplementary Table 7f

Supplementary Table 7f. SEM results for HOMA-IR (sensitivity analysis with adjustment for AF and GFR) – Combined model for Copeptin. Explained variance R2=0.15 for ∆Copeptin and R2=0.31 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.03
	-5.80
	< .001***
	-0.17
	[-0.23, -0.11]
	-0.42
	[-0.55, -0.29]

	∆Copeptin
	HOMA-IR
	0.03
	0.33
	.744
	0.01
	[-0.05, 0.07]
	0.02
	[-0.12, 0.17]

	∆Copeptin
	age
	0.02
	0.78
	.438
	0.01
	[-0.02, 0.05]
	0.06
	[-0.09, 0.21]

	∆Copeptin
	sex
	0.04
	-0.21
	.834
	-0.01
	[-0.09, 0.07]
	-0.01
	[-0.14, 0.12]

	∆Copeptin
	BMI
	0.00
	1.91
	.055
	0.01
	[-0.00, 0.02]
	0.14
	[-0.00, 0.28]

	∆Copeptin
	GFR
	0.00
	-0.58
	.559
	-0.00
	[-0.00, 0.00]
	-0.05
	[-0.21, 0.11]

	∆Copeptin
	AF
	0.04
	-0.08
	.940
	-0.00
	[-0.09, 0.08]
	-0.00
	[-0.13, 0.12]

	Copeptin
	HOMA-IR
	0.07
	1.39
	.166
	0.09
	[-0.04, 0.23]
	0.09
	[-0.04, 0.22]

	Copeptin
	age
	0.04
	-1.53
	.126
	-0.06
	[-0.14, 0.02]
	-0.10
	[-0.24, 0.03]

	Copeptin
	sex
	0.09
	-6.20
	< .001***
	-0.53
	[-0.70, -0.36]
	-0.34
	[-0.44, -0.24]

	Copeptin
	BMI
	0.01
	2.22
	.027*
	0.02
	[0.00, 0.04]
	0.14
	[0.02, 0.27]

	Copeptin
	GFR
	0.00
	-6.79
	< .001***
	-0.02
	[-0.02, -0.01]
	-0.46
	[-0.59, -0.34]

	Copeptin
	AF
	0.09
	-0.51
	.611
	-0.05
	[-0.23, 0.14]
	-0.03
	[-0.14, 0.08]








Supplementary Table 8a

Supplementary Table 8a. SEM results for HOMA-IR – Stroke Subanalysis for MR-proANP. Explained variance R2=0.05 for ∆MR-proANP and R2=0.42 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.03
	-2.66
	.008**
	-0.07
	[-0.13, -0.02]
	-0.26
	[-0.45, -0.07]

	∆MR-proANP
	HOMA-IR
	0.03
	-1.58
	.113
	-0.04
	[-0.09, 0.01]
	-0.15
	[-0.32, 0.03]

	∆MR-proANP
	age
	0.01
	1.29
	.196
	0.02
	[-0.01, 0.05]
	0.13
	[-0.06, 0.32]

	∆MR-proANP
	sex
	0.03
	0.64
	.519
	0.02
	[-0.04, 0.08]
	0.05
	[-0.10, 0.20]

	∆MR-proANP
	BMI
	0.00
	0.14
	.885
	0.00
	[-0.01, 0.01]
	0.01
	[-0.16, 0.19]

	MR-proANP
	HOMA-IR
	0.07
	-3.25
	.001**
	-0.22
	[-0.36, -0.09]
	-0.23
	[-0.36, -0.09]

	MR-proANP
	age
	0.03
	11.04
	< .001***
	0.33
	[0.27, 0.39]
	0.65
	[0.57, 0.73]

	MR-proANP
	sex
	0.08
	0.75
	.454
	0.06
	[-0.10, 0.22]
	0.04
	[-0.07, 0.16]

	MR-proANP
	BMI
	0.01
	1.80
	.072
	0.02
	[-0.00, 0.04]
	0.12
	[-0.01, 0.26]












Supplementary Table 8b

Supplementary Table 8b. SEM results for HOMA-IR – Stroke Subanalysis for NT-proBNP. Explained variance R2=0.08 for ∆NT-proBNP and R2=0.34 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.01
	-2.15
	.032*
	-0.02
	[-0.04, -0.00]
	-0.19
	[-0.37, -0.02]

	∆NT-proBNP
	HOMA-IR
	0.02
	-0.73
	.468
	-0.01
	[-0.05, 0.02]
	-0.06
	[-0.24, 0.11]

	∆NT-proBNP
	age
	0.01
	3.53
	< .001***
	0.03
	[0.01, 0.05]
	0.32
	[0.15, 0.48]

	∆NT-proBNP
	sex
	0.02
	-1.37
	.172
	-0.03
	[-0.07, 0.01]
	-0.10
	[-0.25, 0.04]

	∆NT-proBNP
	BMI
	0.00
	1.27
	.205
	0.00
	[-0.00, 0.01]
	0.11
	[-0.06, 0.28]

	NT-proBNP
	HOMA-IR
	0.15
	-2.31
	.021*
	-0.35
	[-0.65, -0.05]
	-0.17
	[-0.31, -0.03]

	NT-proBNP
	age
	0.07
	8.88
	< .001***
	0.59
	[0.46, 0.72]
	0.56
	[0.46, 0.66]

	NT-proBNP
	sex
	0.18
	2.37
	.018*
	0.42
	[0.07, 0.78]
	0.15
	[0.03, 0.27]

	NT-proBNP
	BMI
	0.02
	1.48
	.140
	0.03
	[-0.01, 0.07]
	0.11
	[-0.03, 0.25]












Supplementary Table 8c

Supplementary Table 8c. SEM results for HOMA-IR – Stroke Subanalysis for Copeptin. Explained variance R2=0.16 for ∆Copeptin and R2=0.20 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.04
	-5.30
	< .001***
	-0.19
	[-0.27, -0.12]
	-0.42
	[-0.56, -0.28]

	∆Copeptin
	HOMA-IR
	0.04
	-0.20
	.838
	-0.01
	[-0.09, 0.07]
	-0.02
	[-0.18, 0.15]

	∆Copeptin
	age
	0.02
	1.20
	.232
	0.02
	[-0.01, 0.06]
	0.09
	[-0.06, 0.23]

	∆Copeptin
	sex
	0.05
	-0.37
	.710
	-0.02
	[-0.12, 0.08]
	-0.03
	[-0.18, 0.12]

	∆Copeptin
	BMI
	0.01
	2.10
	.036*
	0.01
	[0.00, 0.02]
	0.18
	[0.01, 0.34]

	Copeptin
	HOMA-IR
	0.09
	0.97
	.333
	0.08
	[-0.08, 0.25]
	0.08
	[-0.08, 0.24]

	Copeptin
	age
	0.04
	2.99
	.003**
	0.11
	[0.04, 0.19]
	0.21
	[0.08, 0.35]

	Copeptin
	sex
	0.10
	-4.63
	< .001***
	-0.47
	[-0.66, -0.27]
	-0.32
	[-0.45, -0.20]

	Copeptin
	BMI
	0.01
	2.04
	.041*
	0.02
	[0.00, 0.05]
	0.17
	[0.01, 0.32]












Supplementary Table 9a

Supplementary Table 9a. SEM results for HOMA-IR – ACS Subanalysis for MR-proANP. Explained variance R2=0.13 for ∆MR-proANP and R2=0.37 for MR-proANP. MR-proANP refers to the natural log-transformed fasting peptide concentration. ∆MR-proANP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆MR-proANP
	MR-proANP
	0.04
	-2.73
	.006**
	-0.12
	[-0.20, -0.03]
	-0.38
	[-0.63, -0.12]

	∆MR-proANP
	HOMA-IR
	0.03
	-1.98
	.048*
	-0.07
	[-0.14, -0.00]
	-0.26
	[-0.52, -0.01]

	∆MR-proANP
	age
	0.02
	1.36
	.174
	0.03
	[-0.01, 0.07]
	0.19
	[-0.08, 0.46]

	∆MR-proANP
	sex
	0.05
	1.00
	.319
	0.05
	[-0.05, 0.15]
	0.11
	[-0.10, 0.32]

	∆MR-proANP
	BMI
	0.00
	0.67
	.506
	0.00
	[-0.01, 0.01]
	0.09
	[-0.17, 0.35]

	MR-proANP
	HOMA-IR
	0.09
	-1.61
	.107
	-0.15
	[-0.33, 0.03]
	-0.18
	[-0.39, 0.04]

	MR-proANP
	age
	0.05
	6.11
	< .001***
	0.30
	[0.20, 0.40]
	0.59
	[0.45, 0.74]

	MR-proANP
	sex
	0.14
	0.29
	.772
	0.04
	[-0.23, 0.31]
	0.03
	[-0.16, 0.21]

	MR-proANP
	BMI
	0.01
	1.41
	.158
	0.02
	[-0.01, 0.04]
	0.16
	[-0.06, 0.38]












Supplementary Table 9b

Supplementary Table 9b. SEM results for HOMA-IR – ACS Subanalysis for NT-proBNP. Explained variance R2=0.17 for ∆NT-proBNP and R2=0.23 for NT-proBNP. NT-proBNP refers to the natural log-transformed fasting peptide concentration. ∆NT-proBNP refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆NT-proBNP
	NT-proBNP
	0.02
	-0.85
	.398
	-0.01
	[-0.04, 0.02]
	-0.10
	[-0.34, 0.13]

	∆NT-proBNP
	HOMA-IR
	0.03
	-0.38
	.708
	-0.01
	[-0.07, 0.04]
	-0.05
	[-0.31, 0.21]

	∆NT-proBNP
	age
	0.02
	3.34
	.001***
	0.05
	[0.02, 0.08]
	0.41
	[0.19, 0.62]

	∆NT-proBNP
	sex
	0.04
	0.22
	.824
	0.01
	[-0.07, 0.09]
	0.02
	[-0.19, 0.23]

	∆NT-proBNP
	BMI
	0.00
	-0.36
	.722
	-0.00
	[-0.01, 0.01]
	-0.05
	[-0.31, 0.22]

	NT-proBNP
	HOMA-IR
	0.20
	-2.57
	.010*
	-0.52
	[-0.91, -0.12]
	-0.32
	[-0.55, -0.09]

	NT-proBNP
	age
	0.11
	3.66
	< .001***
	0.39
	[0.18, 0.60]
	0.39
	[0.20, 0.58]

	NT-proBNP
	sex
	0.30
	-0.51
	.607
	-0.15
	[-0.73, 0.43]
	-0.05
	[-0.25, 0.15]

	NT-proBNP
	BMI
	0.03
	2.53
	.012*
	0.07
	[0.02, 0.13]
	0.32
	[0.08, 0.55]












Supplementary Table 9c

Supplementary Table 9c. SEM results for HOMA-IR – ACS Subanalysis for Copeptin. Explained variance R2=0.10 for ∆Copeptin and R2=0.08 for Copeptin. Copeptin refers to the natural log-transformed fasting peptide concentration. ∆Copeptin refers to the change in log-transformed concentrations (ln(postprandial) - ln(fasting)).
	Outcome
	Predictor
	SE
	Z
	p
	b
	95% CI (b)
	b*
	95% CI (b*)

	∆Copeptin
	Copeptin
	0.05
	-2.12
	.034*
	-0.10
	[-0.19, -0.01]
	-0.26
	[-0.49, -0.03]

	∆Copeptin
	HOMA-IR
	0.06
	0.38
	.706
	0.02
	[-0.09, 0.14]
	0.05
	[-0.22, 0.33]

	∆Copeptin
	age
	0.03
	0.26
	.796
	0.01
	[-0.05, 0.07]
	0.03
	[-0.21, 0.27]

	∆Copeptin
	sex
	0.09
	1.12
	.263
	0.10
	[-0.07, 0.27]
	0.13
	[-0.10, 0.36]

	∆Copeptin
	BMI
	0.01
	0.72
	.470
	0.01
	[-0.01, 0.02]
	0.10
	[-0.18, 0.38]

	Copeptin
	HOMA-IR
	0.15
	0.86
	.392
	0.13
	[-0.17, 0.43]
	0.12
	[-0.15, 0.40]

	Copeptin
	age
	0.08
	0.67
	.504
	0.05
	[-0.11, 0.22]
	0.08
	[-0.16, 0.32]

	Copeptin
	sex
	0.22
	-1.23
	.219
	-0.27
	[-0.71, 0.16]
	-0.15
	[-0.38, 0.08]

	Copeptin
	BMI
	0.02
	1.07
	.285
	0.02
	[-0.02, 0.06]
	0.15
	[-0.12, 0.43]
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