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= blaNDM-5-producing E. coli:
Major global AMR threat

™ Environmental & animal roles unclear

= Cross-sector transmission (One Health) gy
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Whole Genome Sequencing
MLST + SNP Analysis
&% Resistance Gene & Plasmid Profiling

Geographic scope:
Multi-state U.S.

% AMR Distribution

= blaNDM-5 detected in 40.4%
= blaCMY present across all sectors

mp X Resistance Patterns

= Higher AMR in Human & Environment
= Low MDR in Animals (p < 0.001)
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= Utah: Major blaNDM-5 Hotspot
(0R = 225)
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) Local Spillover: NC (ST131; 2 SNPs)

TAKE-HOME MESSAGE

' Wastewater as Sentinel for AMR

€ Regional Spread: Utah (ST167; 45-46 SNPs) m Rapid Interstate Spread of STI67

@ National Expansion: TN <» Utah (14-15 SNPs) = One Health Connectivity in AMR





