Table 2: Marker-Specific Meta-analysis
	Marker
	k
	Sample Size (n)
	Events
	Pooled Prevalence (Random)
	95% CI
	I² (%)
	τ²
	Prediction Interval

	IgM
	27
	7,833
	1,494
	20.4%
	13.3–28.5%
	98.6
	0.0608
	     ~0–98.7%

	IgG
	18
	5,376
	973
	20.3%
	13.5–28.0%
	97.7
	0.0368
	       5.3–88.5%

	NS1
	11
	3,078
	389
	8.9%
	2.3–19.1%
	98.5
	0.0616
	        Very wide

	PCR
	3
	323
	25
	7.3%
	3.9–11.5%
	25.8
	0.0010
	         Narrow

	PRNT
	1
	496
	90
	18.2%
	14.9–21.7%
	—
	—
	           —


 
