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Supplementary Table 1. Each primer sequences. 

	Gene symbol
	Forward
	Reverse
	Amplicon size (bp)

	A disintegrin and metalloprotease 17 (ADAM17)
	5’-GTGGATGGTAAAAACGAAAGCG-3’
	5’-GGCTAGAACCCTAGAGTCAGG-3’
	93

	Annexin A3 (ANXA3)
	5’-TTAGCCCATCAGTGGATGCTG-3’
	5’-CTGTGCATTTGACCTCTCAGT-3’
	104

	Fraser extracellular matrix complex subunit 1 (FRAS1)
	5’-AATAGCTGCCAACCAATGCTG-3’
	5’-CAAGAGCACACACTACATGGAG-3’
	123

	Netrin-1 (NTN-1)
	5’-ACAACCCGCACAACCTGAC-3’
	5’-GGGACAGTGTGAGCGTGAC-3’
	78

	SRY-Box Transcription Factor 9 (SOX9)
	5’-GAGCAGACGCACATCTC-3’
	5’-CCTGGGGATTGCCCCGA-3’
	118

	Stanniocalcin-1 (STC-1)
	5’-GTGGCGGCTCAAAACTCAG-3’
	5’-GTGGAGCACCTCCGAATGG-3’
	248

	E-cadherin (E-cad)
	5’-CGAGAGCTACACGTTCACGG-3’
	5’-GGGTGTCGAGGGAAAAATAGG-3’
	119

	N-cadherin (N-cad)
	5’-TGCGGTACAGTGTAACTGGG-3’
	5’-GAAACCGGGCTATCTGCTCG-3’
	123

	Vimentin (Vim)
	5’-GACGCCATCAACACCGAGTT-3’
	5’-CTTTGTCGTTGGTTAGCTGGT-3’
	238

	Snail Family Transcriptional Repressor 2 (slug)
	5’ -TGTGACAAGGAATATGTGAGCC-3’
	5’-TGAGCCCTCAGATTTGACCTG-3’
	203

	Snail Family Transcriptional Repressor 1 (snail)
	5’-TCGGAAGCCTAACTACAGCGA-3’
	5’-AGATGAGCATTGGCAGCGAG-3’
	140

	Protease serine 1 (PRSS1)
	5’-AGCCAGGCTAAGTGTGAAGC-3’
	5’-AATCACCCTGACATGAATCCTTG-3’
	100

	Protease serine 2 (PRSS2)
	5’-ACCTTTGTTGCAGCTGCTGTT-3’
	5’-TCACCTGGATGCGGGACTTG-3’
	193

	Protease serine 3 (PRSS3)
	5’-CCACCCTAAATACAACAGGGAC-3’
	5’-TCAGCACCAAAGCTCAGAGTG-3’
	174

	Glyceraldehyde-3-phosphate dehydrogenase (GAPDH)
	5’-TGTGGGCATCAATGGATTTGG-3’
	5’-ACACCATGTATTCCGGGTCAAT-3’
	116



bp: base pair. 
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