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Supplementary Table S1: Participant clinicopathological characteristics post-filtering for this study (n=107). 
aCountry of origin. bAge at diagnosis. cPSA at diagnosis. PSA measurement unavailable for one African PCa and six 
European PCa patients. ᵈGrade Group from diagnostic biopsies for African patients and radical prostatectomy for 
European patients. ASAP = atypical small acinar proliferation; BPH = benign prostatic hyperplasia; IQR = 
interquartile range; NA = not available; PCa = prostate cancer; PSA = prostate-specific antigen. 

Characteristic African European 

 
Non-PCa  

n = 26 

PCa 

n = 34 

PCa 

 n = 47 

Countrya, n (%)    

South Africa 26 (100) 34 (100) 0 (0) 

Australia 0 (0) 0 (0) 48 (100) 

Age in years, 

median (IQR)b 

64.5 

(58.2-66.8) 

64.0 

(61.0-67.8) 

56.9 

(53.0-61.3) 

PSA ng/mL, 

median (IQR)c 

14.4 

(7.6-18.8) 

11.8 

(8.0-36.6) 

4.3 

(3.4-5.7) 

BPH, n (%) 19 (73.1) 1 (2.9) NA 

Prostatitis, n (%) 13 (50) 8 (23.5) NA 

ASAP, n (%) 0 (0) 4 (11.8) NA 

Grade Groupd, 

n (%) 
   

1 NA 30 (100) 47 (100) 

NA 26 (100) 0 (0) 0 (0) 

 

 

 



Supplementary Table S2: Clinical characteristics stratified by ancestry and PSA group (n = 107). PSA 
measurements unavailable for one African and six European patients (assigned to PSA-unknown groups). ASAP = 
atypical small acinar proliferation; BPH = benign prostatic hyperplasia; IQR = interquartile range; NA = not 
available; PCa = prostate cancer; PSA = prostate-specific antigen. 

Characteristic African European 

 
PSA-low 

n = 30 

PSA-high 

n = 29 

PSA-

unknown 

n = 1 

PSA-low 

n = 21 

PSA-high 

n = 20 

PSA-

unknown 

n = 6 

Age in years, 

median (IQR) 

63.0 

(58.2-65.0) 

66.0 

(61.0-72.0) 

80 

(NA) 

55.4 

(51.2-57.6) 

58.2 

(55.3-62.6) 

62.3 

(54.6-68.3) 

PSA ng/mL, 

median (IQR) 

7.8 

(6.1- 

10.2) 

25.7 

(17.3-74.0) 
NA 

3.4 

(3.0- 

3.8) 

5.9 

(5.0- 

9.4) 

NA 

BPH,  

n (%) 
9 (30.0) 11 (37.9) 0 (100) NA NA NA 

Prostatitis,  

n (%) 
9 (30.0) 11 (37.9) 1 (100) NA NA NA 

ASAP,  

n (%) 
3 (10.0) 1 (3.4) 0 (100) NA NA NA 

Grade Group, 

n (%) 
      

1 15 (50.0) 14 (48.3) 1 (100) 21 (100) 20 (100) 6 (100) 

NA 15 (50.0) 15 (51.7) 0 (0) 0 (0) 0 (0) 0 (0) 

 

 

 

 

 

 

 

 

 



 

Table S3: Top 20 leading-edge genes for key diGerentially enriched pathways between African (n = 34) and 
European (n = 47) prostate tumours. Leading-edge genes represent the genes driving the enrichment signal and 
are ordered by their position in the ranked gene list. Pathways are ordered by adjusted p-value. NES = normalised 
enrichment score; padj = adjusted p-value. 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Table S4: Top 25 significant DEGs in PSA-high Cluster 2 (n = 13) versus Cluster 1 (n = 16). 
Clusters were identified by unsupervised clustering of cell type signature scores within PSA-high samples. Positive 
log₂ fold changes indicate higher expression in Cluster 2 relative to Cluster 1. Genes are ranked by adjusted p-
value. 

 

 


