A Deuterostomia-Clade Ambulacraria-Phylum Echinodermata B  Deuterostomia-Clade Ambulacraria-Phylum Hemichordata

Holothuria leucospilota Saccoglossus sp.
H. leucospilota vs BCnS LGs synteny (gene indices) S. spHW vs BCnS LGs synteny (gene indices)
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H. leucospilota scaffolds S. spHW scaffolds

C Deuterostomia-Phylum Chordata-Subphylum Cephalochordata D Deuterostomia-Phylum Chordata-Clade Olfactores-

Branchiostoma floridae Subphylum Urochordata Ciona intestinalis
Bflo vs BCnS LGs synteny (gene indices) C.intestinalis vs BCnS LGs synteny (gene indices)
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Bflo scaffolds C.intestinalis scaffolds
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Subphylum Vertebrata-Clade Cyclostomata Subphylum Vertebrata-Clade Cyclostomata

Petromyzon marinus Myxine glutinosa
P.marinus vs BCnS LGs synteny (gene indices) M. glutinosa vs BCnS LGs synteny (gene indices)
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P. marinus scaffolds M. glutinosa scaffolds



