
SiRNA

ol SIRNA

Cspg4

Ol SIRNA

control sIRNA

Tbx1 SIRNA

ntrol sIRNA

NA

ol siRNA

SIRNA

MOG control SIRNA

Statis FDR5%)
607562

1.522725608 0.235026707 0.297607562 0.676423086 0.00 268202

0.18734571 0.297607562

Tbx1 SIRNA 0.58891384

Plp1 contro 1.045606567 0.321734027 0.643468053 FALSE Tbx 0.613984032 0.0077745
Thx1 sIRNA 0.692323814 0.117369849

R5%)



Floure

Linear Mixed Model

Figure Measure

up_fm

oTbx1

Genotype #  of san

Pdgfra

Pdgtra

4444444

Statisti (FDR BH Rejects(FDR 59

Genotype

0.000241

0.500674282 0.S

5010786 0.005568815

0.702313085

4027777 0.029492025

0.604228412 0.000178179

3670395
0.714449593 0.000718163
0.451702288 1.72645

Model

1107.334091

254992.840

0.657566457

0.0807438

0.5370967

Witney U test

R(Zscore) p value padij(FDRBH) Rejects(FDR 5%)

WT

Samplez p_value p adj(FDR BH) Rejects(FDR 5%

;Tbx1+/

;Tbx1+/

0.702085531 0.939137333 FALSE

;Tbx1+/

74038

43019943

FALSE

74038

FALSE
FALSE
FALSE

74778

FAL

FALSE

FALSE



step_do

P12

P12

P12

WT:Tbx

otype Stat OR BH) Rejects (FDR 5%

WT;Tbx1+/flox

W:Tbx1+
Wl:Tbx

Pogrratre

04699594 0.09

0.5
0.32

11949399

0.1215362

oTbx14

oTbx1+/+

oTbx1

1.151437041

FALSE

FALS

FALSE

FALSE

0.9980 0.901457961 FALS

FALSE FALSE

1457961 FALSE
P12 0.468419 FALSE

TRUE FALSE

1457961 FALS



Duration All

89381523

oTbx1+/ 0.66641116 0.926504662 FALSE 0.5375

Pogfra

0.655048847 0.989653678

0.989653678

0.98798584 0.790240544 0.989653678

0.944156
9896536

0.91523587

0.00 1547099 FALSE

0.1687

Leve

(FDR BH) Rejects(FDR S9
0.211873328 24 0.810564254

961358291

862529525 FALSE

529525 FALSE

862529525 FALSS

tixed Model

560 0.834911507

Subject

3049614.801

-2.3208

36036

24002

Rejects (FDR 5%

FALSE



Levene te

enotype nples ects(FDR 5%)

1 oTbx1+

2oTbx1+

WT;Tbx

WT;Tbx1+ 084147

0.972131

ects(FDR 5%)

0.89044289

522144 0.89044289 FALSE
0.9550 FALSE

0.955089355 FALSE

28656 5221445 0.89044289 FALSE



Sessio enotype

2 oTbx1+/+

oTbx1+

(FDR BH) Rejects  (FDR 5%)

ed Mode

Statistic . Valuep_adj(FDR
plect (s)

1 Pogtrac

WT

W:1k

FALSE
FALSE

FALS



4392707

Mo p_adj(FDR BH) Rejects(FDR 5%)
0924437 674718

BH) Rejects(FDR 5%)

FALSE

FALSE

FALSE

EALSE

0.94971695 FALSE



Wilk tes

Delay (s) cts[FDR 5%)

0 Pdgf

Tbx1+/

FDR 5%

FALSE

FALSE

FALSE



Mon Senotype

oTbx1+/

WT:Tb 16534507 0.751 49345 0.06

jects (FDR 5% s(FDR 5%)

4397838 6757 FALSE



Mont

1 oTbx

WT

enotype

156071184 0.9064

p_adj(FDR BH) Rejects  (FDR 5%)
38317885 0.091249849

558295668



Genotype
PdgfraCre;Tb

Tox1+/11

Wt:Tbx1+/

172.5333333 15428193

Tbx1+/

54091608

168320942 0.750184167

-0.02

FALSE

1826017 FALS



oTbx1+/-

Genotype

WT:Tbx1+/

5.891666

192.0687192.0687

225.32

WT-Th

190738493 0.047722279 0.107375127



20  oтbx+

oTbx1+/-

Genotype

5 PdgfraCre;  Tbx

WT:Tbx1+/flox

15 Pagra

01.0898018 31.91778323

2581971

0.926



enotype

oTbx1+/-

10 oTbx1+/+

15 oTbx1+/+
oTbx1/-

20 oThx1+/+

oTbx1+/
oTbx1+

oTbx1+

Cre-Tbx1+/4

WT;TOx
Cre;Tbx)

WT:T

464.38851

694501499 0.964599

Leven

Type III Sum of Squar

FALSE



Mode

Figu E-22 1.670 6/30 0.813172794 g-г 0.00E+00

oTbx1+/- 36721572 0.001594201 1.56E ratio vs Axon Diameter (oTbx1+/-) 2317 0.64911 2.53E-277

enotype:Axon Diameter 1.497334759 6736 0.22112471

42587

0.773767499



Figure Genotype

500 oTbxl+/+

600 oTbx1+/+

700 oTbx1+/+

Tbx1+/+

oTbx1+/-

1100 oTbx1+/+

1200

1300 oTbx1+/+

oTbx1+/-
1500 оток

1600 oTbx1+/4

1700 oTbx1+/

1500 Tox1900 oTbx1+/+

0oTox1+/

oTbx1+/
2100 oTbxl+/

6.26656/16

4958079

Mann-Whi

p_vale padjFR BH) Rejects (FDR S%) Statistic diz p value padj(FDR BH) Rejects (FDR  5%) Statistie R (2 score) vale padlFDR B) Rejects (FOR S Stati

457863 5583888

170566-17

1.89092

2300 oTbx1+/4

oTbx1+/
2400 oTbx1+/+

2500 oTbx1+/+

0.013648669 0.151343524 2.64901E-2

0.021395989 0.21877944
3.20996E-17

Tbx1+/+

2700 OT

TRUE

TRUE

TRUE

0.72

0.011174349

0.56193182



Chi squared test Kolmogorov-Smirnov test

Figure # of samples Statistic dof p_value Distance p_value

Figure 9D 6740 109.7085231 27 6.22E-12 0.108947998 3.59E-16



Sample1 Sample2 Statistic

Leven Mann-Witney

rement PND Genotype # of Samples Average Sta p val p_adj(FDR BH) Rejects(FDR 5%) Statist p_adj(FDR BH) Rejects(FDR 5%)
Figure S1 Weight oTbx1+ 0.046515575 0.186 0.639894198 oTbx

1671

P12 oTbx1+/+ 30 0.15 0.955380174 0.970981671 FALSE 1.973777187 0.1677662 0.428996273 FALSE
oTbx1+/- 8706 FAL

0.856989714

oTbx1+/- 11 2727 2075 3972 48313562 0.80806296 FALSE

2M oTbx1+/+ 0.385837723 0.24996769 0.499987413 FALSE

oTbx1+/- 10 06296 FALSE

oTb

oTbx1+/-

oTbx1+

R (Z sco

0.11 0.465

p_adj(FDR BH) Rejects(FDR 5%)

ment PND Genotypе # of Samples Avera Rejects (FDR 5% R5% Sample1 ple2 Statistic R(Z BH) Rejects(F

PdgfraCre;WT 37839188 0.127476314 0.880906332 Cre;WT WT;Tbx1+/flox -0.36

WT;Tbx1+/flox 4632 FALSE PdgfraCre;WT WT;WT

WT:WT +/flox WT:WT

P12 PdgfraCre;  WT 6.47 3577 0.408659184 FALSE 1.743649374 0.194001478 PdgfraCre;  WT WT;Tbx1+/flox 80.5 6281366 0.8 FALS

WT;Tbx1+/flox 6.78 0.657291765 0.8 PdgfraCre;WT WT;WT 52.5 0.97227231 FALS

WT;WT 3684 0.999999306 x1+/flox WT:WT 42 0.18 0.422107304 0.87256273 FALSE

1M PdgfraCre;WT 6.3625 7327 0.560437988 56982 FALSE 0.176982173 0.838878203 6332 PdgfraCre;WT WT:Tbx1+/flox 31 0.116690007 0.672974085 FALSE

WT;Tbx1+/flox
WT;WT

15.788 1553 0.0077 0.054147793 FALSE PdgfraCre;WT WT;WT 40 FALSE

10 0.381240665 384317 0.404055022 0.700558602 FALSE WT;Tbx1+/flox WT;WT 42 -0.056195149 0.842105263 FALSE

2M PdgfraCre; WT 78309575 0.794950867 0.025269633 0.101078534 FALSE 0.889390233 0.428210148 420296 PdgfraCre;WT WT;Tbx1+/flox 26 0.05976143 0.866511267 FALSE

WT;Tbx1+/flox 23.91428571 0.52 0.807832827 0.969 PdgfraCre;WT WT:WT 14.5 0.327781141 0.282384282 0.872562731 FALSE

WT:WT 22.83333333 0.889818958 279891 0.919850787 0.999999306 FALSE WT;Tbx1+/flox WT;WT 14 0.277350098 0.365967366 0.872562731 FALSE

*including P11 and P13

**At the beginning of the behavioral battery (RSI) at each age



statistic)


