Supplementary Table S1A. Missingness and structural zeros
	Variable
	Missing, n (%)
	Zero values, n
	Description

	PET score
	10 (3.3)
	
	Ten PET measurements were missing; PET-related analyses were based on complete cases.

	CCR
	1 (0.3)
	0
	Complete-case analysis.

	Kt/V
	1 (0.3)
	0
	Complete-case analysis.

	Ultrafiltration
	1 (0.3)
	7
	Zero and negative values were present; the primary analysis treated this variable as continuous.

	Urine volume
	0 (0.0)
	140
	Marked zero inflation; anuria was defined as <100 mL/day, and no values between 1 and 99 mL/day were recorded.

	Residual GFR
	2 (0.7)
	142
	Marked zero inflation; the binary analysis used residual GFR = 0, and two-part-style sensitivity analyses were performed.

	Systolic blood pressure
	2 (0.7)
	
	Used for adjustment in Models 2 and 3.

	Edema score
	1 (0.3)
	
	Used for adjustment in Models 2 and 3.

	Albumin
	0 (0.0)
	
	Used for adjustment in Model 3.

	hsCRP
	0 (0.0)
	
	Used for adjustment in Model 3; log-transformed before modeling.


The primary analyses were complete-case and exploratory. Missingness was concentrated in PET, whereas urine volume and residual GFR additionally showed marked structural zeros.
Supplementary Table S1B. Complete-case sample sizes
	Outcome
	Missing, n
	Zero values, n
	Model 1 n
	Model 2 n
	Model 3 n

	log(TG)
	0
	
	303
	301
	301

	HDL-C
	1
	
	302
	300
	300

	log(hsCRP)
	0
	
	303
	301
	301

	Ultrafiltration
	1
	7
	302
	301
	301

	CCR
	1
	
	302
	300
	300

	Kt/V
	1
	
	302
	300
	300

	Daily glucose exposure
	0
	1
	303
	301
	301

	Mean prescription glucose concentration
	0
	
	303
	301
	301

	PET score
	10
	
	293
	291
	291

	Urine volume
	0
	140
	303
	301
	301

	Residual GFR
	2
	142
	301
	299
	299


Complete-case sample sizes ranged from 293 to 303 for Model 1, 291 to 301 for Model 2, and 291 to 301 for Model 3. For the binary models, event counts were 140 for anuria, 142 for no residual kidney function, and 133 for high transport.
Supplementary Table S2. Two-part sensitivity analyses
	Outcome
	Model
	n
	Standardized beta (95% CI)
	P value

	log urine volume among patients with urine volume ≥100 mL/day
	Model 1
	163
	0.007 (-0.150, 0.164)
	0.928

	log urine volume among patients with urine volume ≥100 mL/day
	Model 2
	162
	0.021 (-0.140, 0.181)
	0.798

	log urine volume among patients with urine volume ≥100 mL/day
	Model 3
	162
	0.070 (-0.096, 0.236)
	0.405

	log residual GFR among patients with residual GFR >0
	Model 1
	159
	-0.065 (-0.226, 0.096)
	0.426

	log residual GFR among patients with residual GFR >0
	Model 2
	158
	0.002 (-0.156, 0.159)
	0.981

	log residual GFR among patients with residual GFR >0
	Model 3
	158
	0.012 (-0.150, 0.173)
	0.884


Two-part-style sensitivity analyses combined binary models for anuria (<100 mL/day) or no residual kidney function (rGFR = 0) with log-linear models among non-anuric participants (urine volume ≥100 mL/day) or those with residual GFR >0. These analyses were intended to clarify zero-inflated outcomes rather than to establish causality.
Supplementary Table S3. Collinearity diagnostics
	Model
	Variable
	VIF

	Model 2
	Age
	1.162

	Model 2
	Male sex
	1.044

	Model 2
	PD duration
	1.086

	Model 2
	Systolic blood pressure
	1.068

	Model 2
	APD
	1.061

	Model 2
	Icodextrin use
	1.096

	Model 2
	Edema score
	1.121

	Model 2
	Lipid-lowering drug use
	1.094

	Model 3
	Age
	1.192

	Model 3
	Male sex
	1.060

	Model 3
	PD duration
	1.147

	Model 3
	Systolic blood pressure
	1.072

	Model 3
	APD
	1.072

	Model 3
	Icodextrin use
	1.144

	Model 3
	Edema score
	1.150

	Model 3
	Lipid-lowering drug use
	1.106

	Model 3
	Albumin
	1.192

	Model 3
	log(hsCRP)
	1.108


Variance inflation factors (VIFs) are shown for the covariates in Models 2 and 3. The maximum VIF in the present study was 1.192, indicating no meaningful collinearity problem, although low collinearity does not exclude residual confounding.


