Table 1. Whole genome comparison of the strain M17.18T and the reference strains
	Genomic attribute
	1
	2
	3
	4

	NCBI accession No.
	JBFTEH0000000004
	JAGJCF000000000
	JAFMPP000000000
	AQQS00000000

	Genome length (bp)
	4934208
	4929858
	4162933
	5841673

	G+C content (%)
	67.8
	64.6
	63.8
	67.4

	Total genes
	4926
	4803
	4169
	5895

	Protein coding genes
	4877
	4754
	4073
	5841

	rRNA (5S, 16S, 23S)
	3 (1, 1, 1)
	4 (2, 1, 1)
	2 (0, 1, 1)
	4 (1, 1, 2)

	tRNA
	46
	45
	46
	50

	16S rRNA gene similarity (%) with M17.18T
	100
	98.5
	97.7
	97.1

	ANI (%) with M17.18T
	100
	79.3
	77.8
	78.8

	dDDH (%) with M17.18T
	100
	22.3 
	21.9
	22.9


Strains: 1, J. semarangensis M17.18T; 2, J. mangrovi KSK16Y-1T; 3, J. flava CQZ9-1T; 4, J. aquimaris 22II-16-19i

