Supplementary Materials
Best Overall Response (BOR) Assessment
Platelets improved from 62 (52–102) at baseline to 169 (142–222) at follow-up, but this change did not reach statistical significance (HL Δ +122.25 [−49.0 to 223.0]; Wilcoxon p=0.2969). CRP decreased from 107.09 (28.86–168.51) at baseline to 1.00 (0.59–1.75) at follow-up (HL Δ −102.66 [−192.76 to −24.82]; p=0.0156). Albumin increased from 27.2 (26.4–29.1) at baseline to 42.2 (40.3–43.0) at follow-up (HL Δ +14.43 [11.25 to 16.30]; p=0.0156). Scr decreased from 242.0 (160.55–256.05) at baseline to 84.8 (71.95–86.75) at follow-up (HL Δ −125.63 [−214.28 to −69.32]; p=0.0156).
Table 1. Paired laboratory changes (Wilcoxon + HL)
	Analyte (n=7)
	Baseline median (IQR)
	Follow-up median (IQR)
	Change median (IQR)
	Hodges–Lehmann Δ (95% CI)
	Wilcoxon p

	PLT (×10^9/L)
	62 (52–102)
	169 (142–222)
	128 (52–172)
	128 (-49 to 228)
	0.2969

	CRP (mg/L)
	107.09 (28.86–168.51)
	1 (0.59–1.75)
	-106.95 (-167.81–-25.96)
	-106.95 (-192.75 to -24.82)
	0.0156

	Albumin (g/L)
	27.2 (26.4–29.1)
	42.2 (40.3–43)
	14 (13.6–15.4)
	14 (11.25 to 16.95)
	0.0156

	Scr (μmol/L)
	242 (160.55–256.05)
	84.8 (71.95–86.75)
	-165.9 (-171.63–-72.92)
	-165.9 (-214.28 to -69.32)
	0.0156
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Figure 1. Paired change of Laboratory parameters from baseline to best response after treatment. Each line represents one patient from baseline to best response after treatment. (A) CRP, (B) ALB, C-reactive protein, (C) PLT, and (D) SCR values changing from baseline to best response after treatment. 

Pathological Findings in a Patient with Castleman Disease and Renal Involvement
Lymph Node (Panel A, H&E staining): Left axillary lymph node biopsy showed disorganized architecture, atrophic germinal centers surrounded by concentric lymphocyte layers (onion-skin pattern), and prominent hyalinized interfollicular vessels, consistent with mixed-type Castleman disease (predominantly hyaline vascular pattern). Immunohistochemistry confirmed CD3 (T zone ++), CD20 (+), CD21 (FDC meshwork +), Bcl2 (++), and Ki67 (5–10%).
Renal Biopsy (Panels B, C, D): Light microscopy (PAS/PASM-Masson staining) demonstrated glomerular microangiopathy with mesangial proliferation, endothelial swelling, glomerular basement membrane (GBM) thickening, and segmental double contour formation. Tubular degeneration and focal interstitial fibrosis were also noted, with C4d deposition along capillary walls. Electron microscopy (Panel D) confirmed diffuse GBM lamina rara interna widening, podocyte foot process fusion, and endothelial swelling, with no electron-dense immune deposits.
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Figure 2. Representative histopathological and ultrastructural findings in Castleman disease with renal involvement
Panel A (Lymph node, Hematoxylin & Eosin staining, ×400): Shows the characteristic "onion-skin" pattern of hyaline vascular-type Castleman disease, with atrophic germinal centers surrounded by concentric layers of lymphocytes and prominent hyalinized small vessels penetrating the follicle. Scale bar = 100μm.
Panel B (Kidney biopsy, Periodic Acid-Schiff staining, ×400): Demonstrates glomerular changes consistent with glomerular microangiopathy, including endothelial cell swelling and proliferation (black arrow), subendothelial edema (red arrow). Scale bar = 50μm.
Panel C (Kidney biopsy, PASM+Masson trichrome staining×400): Highlights segmental double contour formation of the glomerular capillary wall (a hallmark of chronic change of endothelial injury) and mild mesangial matrix expansion. Scale bar = 50μm.
Panel D (Kidney electron microscopy): Confirms diffuse widening of the lamina rara interna of the glomerular basement membrane, extensive fusion of podocyte foot processes, and endothelial cell swelling, with no electron-dense immune deposits detected. Scale bar =5μm.
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