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Supplementary Figure S1. Aggregate H3K27ac signal density plots centered on enhancer regions in
A549 (A) and A549-DDP cells (B).
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Supplementary Figure S2. Genome browser tracks illustrating H3K27ac enrichment at

chemoresistance-related genes in A549-DDP versus A549 cells.
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Supplementary Figure S3. Forest plot of univariate Cox regression analysis for 46 SE-associated
genes in the JBR.10 cohort (GSE14814).
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Supplementary Figure S4. Associations between HAVCRI1 expression and individual steps of the
cancer-immunity cycle by the TIP analysis.
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Supplementary Figure S5. KM survival analysis according to HAVCRI1 expression in the IMvigor210
cohort.



