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Predicted consequential pairing of

target region (top) and miRNA
(bottom)

Position 376-382 5' ...UCUGCUUAUAARAAUGGCUGCUAU.

of Fgf7 3' UTR .- Tmer 5.92
o N A1 -0.35 98 -0.34 0 0.88

mmu-miR-16-5p 3"' GCGGUUAUAAAUGCACGACGAU




