
	Number of cases
	Maternal age
	Gestational age

	708
	29.68 ± 4.12
	10.00 (8.00, 12.00)


Table 1. Main baseline characteristics of 708 spontaneous abortion samples (maternal age and gestational age)






	Variable
	Total (n = 705)
	> 35 (n = 66)
	≤ 35 (n = 639)
	χ²
	P

	
	
	
	
	
	

	Normal group, n (%)
	
	
	
	5.22
	0.022

	 Normal
	340 (48.23)
	23 (34.85)
	317 (49.61)
	
	

	 Abnormal
	365 (51.77)
	43 (65.15)
	322 (50.39)
	
	


Table 2. Comparison of fetal chromosomal abnormality detection rates in pregnant women in different maternal age groups
























	Variable
	Total (n = 705)
	> 35 (n = 66)
	≤ 35 (n = 639)
	Statistic
	P

	
	
	
	
	
	

	Abnormal number of chromosomes, n (%)
	
	
	
	χ² = 13.83
	< 0.001

	 No
	418 (59.29)
	25 (37.88)
	393 (61.50)
	
	

	 Yes
	287 (40.71)
	41 (62.12)
	246 (38.50)
	
	

	Slight deficiency, n (%)
	
	
	
	χ² = 1.30
	0.255

	 No
	668 (94.75)
	65 (98.48)
	603 (94.37)
	
	

	 Yes
	37 (5.25)
	1 (1.52)
	36 (5.63)
	
	

	Micro-recurrence, n (%)
	
	
	
	χ² = 1.87
	0.172

	 No
	678 (96.17)
	66 (100.00)
	612 (95.77)
	
	

	 Yes
	27 (3.83)
	0 (0.00)
	27 (4.23)
	
	

	Chimera, n (%)
	
	
	
	-
	1.000

	 No
	704 (99.86)
	66 (100.00)
	638 (99.84)
	
	

	 Yes
	1 (0.14)
	0 (0.00)
	1 (0.16)
	
	

	Whole-genome haploid-diploid, n (%)
	
	
	
	-
	1.000

	 No
	703 (99.72)
	66 (100.00)
	637 (99.69)
	
	

	 Yes
	2 (0.28)
	0 (0.00)
	2 (0.31)
	
	

	Long stretches of homozygous regions on chromosomes, n (%)
	
	
	
	-
	1.000

	 No
	704 (99.86)
	66 (100.00)
	638 (99.84)
	
	

	 Yes
	1 (0.14)
	0 (0.00)
	1 (0.16)
	
	


Table 3. Comparative analysis of detection rates of chromosomal abnormalities by maternal age group




	Variable
	Total (n = 705)
	＜ 10 (n = 291)
	≥ 10 (n = 414)
	Statistic
	P

	
	
	
	
	
	

	Normal group, mean ± SD
	0.52 ± 0.50
	0.59 ± 0.49
	0.47 ± 0.50
	t = 3.29
	0.001


Table 4. Comparative analysis of chromosomal abnormality detection rates in pregnant women at different stages of pregnancy





































	Variable
	Total (n = 705)
	＜ 10 (n = 291)
	≥ 10 (n = 414)
	Statistic
	P

	
	
	
	
	
	

	Abnormal number of chromosomes, n (%)
	
	
	
	χ2 = 3.81
	0.051

	 No
	418 (59.29)
	160 (54.98)
	258 (62.32)
	
	

	 Yes
	287 (40.71)
	131 (45.02)
	156 (37.68)
	
	

	Slight deficiency, n (%)
	
	
	
	χ2 = 0.01
	0.926

	 No
	668 (94.75)
	276 (94.85)
	392 (94.69)
	
	

	 Yes
	37 (5.25)
	15 (5.15)
	22 (5.31)
	
	

	Micro-recurrence, n (%)
	
	
	
	χ2 = 1.30
	0.255

	 No
	678 (96.17)
	277 (95.19)
	401 (96.86)
	
	

	 Yes
	27 (3.83)
	14 (4.81)
	13 (3.14)
	
	

	Chimera, n (%)
	
	
	
	-
	0.413

	 No
	704 (99.86)
	290 (99.66)
	414 (100.00)
	
	

	 Yes
	1 (0.14)
	1 (0.34)
	0 (0.00)
	
	

	Whole-genome haploid-diploid, n (%)
	
	
	
	-
	0.170

	 No
	703 (99.72)
	289 (99.31)
	414 (100.00)
	
	

	 Yes
	2 (0.28)
	2 (0.69)
	0 (0.00)
	
	

	Long stretches of homozygous regions on chromosomes, n (%)
	
	
	
	-
	0.413

	 No
	704 (99.86)
	290 (99.66)
	414 (100.00)
	
	

	 Yes
	1 (0.14)
	1 (0.34)
	0 (0.00)
	
	


Table 5. Comparative analysis of the detection rates of chromosomal abnormality types in miscarriage tissues at different gestational ages


	Variable
	Univariate
	
	Multivariate

	
	β
	S.E
	Z
	P
	OR (95% CI)
	
	β
	S.E
	Z
	P
	OR (95% CI)

	Maternal Age Group
	
	
	
	
	
	
	
	
	
	
	

	 > 35
	
	
	
	
	1.00 (Reference)
	
	
	
	
	
	1.00 (Reference)

	 ≤ 35
	-0.61
	0.27
	-2.26
	0.024
	0.54 (0.32 ~ 0.92)
	
	-0.56
	0.27
	-2.07
	0.039
	0.57 (0.33 ~ 0.97)

	Gestational Age Grouping
	
	
	
	
	
	
	
	
	
	
	

	 < 10
	
	
	
	
	1.00 (Reference)
	
	
	
	
	
	1.00 (Reference)

	 ≥ 10
	-0.50
	0.15
	-3.26
	0.001
	0.60 (0.45 ~ 0.82)
	
	-0.49
	0.16
	-3.12
	0.002
	0.62 (0.45 ~ 0.83)


Table 6. Univariate and multivariate logistic regression analysis results of maternal age and gestational age on chromosomal abnormality risk






	Indicator
	Total (n = 705)
	Normal (n = 340)
	Abnormal (n = 365)
	Statistic
	P

	
	
	
	
	
	

	Maternal Age
	29.68 ± 4.12
	29.22 ± 3.93
	30.10 ± 4.26
	t = -2.83
	0.005

	Gestational Age
	10.90 ± 4.28
	11.86 ± 5.15
	10.00 ± 3.01
	t = 5.81
	< 0.001


Table 7. Comparison of baseline characteristics of the two study groups in terms of age and gestational age










	Detection indicators
	AUC
	Threshold
	Sensitivity
	Specificity
	Youden

	Maternal Age
	0.556 (0.514-0.599)
	30.5
	0.397
	0.695
	1.091

	Gestational Age
	0.592 (0.55-0.634)
	-12.5
	0.926
	0.231
	1.156

	Maternal Age + Gestational Age
	0.616 (0.574-0.658)
	0.4772
	0.846
	0.338
	1.184


Table 8. Comparison of the diagnostic performance of different clinical indicators in predicting target events


