SUPLEMENTARY FIGURES
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Figure S1: Control CFSE analysis of T-cell proliferation.
(A) Representative CFSE dilution histograms of PBMCs cultured alone (unstimulated) or stimulated with PHA for 5 days. Histograms illustrate baseline proliferation in the absence of stimulation and robust proliferative response upon PHA activation. The percentage displayed in each histogram represents the proportion of divided T cells within the total population. (B) Representative CFSE dilution histograms of PBMCs stimulated with PHA and co-cultured with wild-type (WT) or CTRL hABSCs under different preconditioning conditions. Upper panels (orange) correspond to co-cultures with WT hABSCs (non-treated, NT; LPS-pretreated; LPS/Ti-pretreated). Lower panels (pink) correspond to CTRL hABSCs under the same conditions. Histograms illustrate the global proliferative profile after 5 days of co-culture. (C) Quantification of T-cell proliferation expressed as division index, representing the average number of cell divisions undergone by responding T cells during the 5-day culture period. Data are shown as mean (SD) of three independent experiments. ***, p < .001 versus -. ^, p < .05; ^^, p < .01 versus PHA.
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Figure S2: Validation of M1/M2 gene expression in THP-1–derived macrophages.
Gene expression analysis of M1 and M2-associated markers in THP-1–derived macrophages under different polarization conditions. Cells were differentiated with PMA and subsequently stimulated with LPS/IFNγ to induce strong M1 polarization, in the presence or absence of a 2-day preconditioning with CM derived from WT hABSCs. Gene expression levels were determined by RT-qPCR and normalized to housekeeping genes. Data are shown as mean (SD) of 7 independent experiments. *, p < .05; **, p < .01; ***, p < .001 versus each PMA. +, p < .05 LPS/IFNγ versus CM + LPS/IFNγ among the treatments indicated by the square bracket.
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