


Supplementary Figure 2. Regional association and forest plots for the 21 primary 1df GxAlc interaction loci 
The regional association PGxAlc (shown as the p-value on the Y-axis for each analysis), along with the forest plot of population-specific GxAlc interaction significance levels (M1-1df Int(p)), effect sizes (represented as bars), and the P-value for between-population heterogeneity of the GxAlc interaction effect (pHet). 
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