Table 1. E. coli strains used in this study.
Name	Characterization	Reference
MG1655	F- λ- rph-1	20
KMA00107	MG1655, ΔompF::gfp	This study
AMA00106	MG1655, ΔompC::mCherry	This study
RHA00802	MG1655, ΔompF::gfp, ΔompC::mCherry	This study



[bookmark: OLE_LINK1]Table 2. Plasmids used in this study.
Name	Characterization*	Reference
psgRNA	pMB1 bla PrpsM-sgRNA (sgRNA cloning vector)  	18
pmCherry-N1	pUC kan PCMV-mCherry	TakaraBio
pDiGc	pBR322 bla PrpsM-gfp, PBAD-dsRed	21
psgRNA-lacI7 	pMB1 bla PJ23119-sgRNA-lacI7 (the target site is between 367,427 and 367,446)	This study
psgRNA-grxB6 	pMB1 bla PJ23119-sgRNA-grxB6 (the target site is between 1,123,989 and 1,124,008)	This study
psgRNA-grxB33 	pMB1 bla PJ23119-sgRNA-grxB33 (the target site is between 1,123,652 and 1,123,633)	This study
psgRNA-grxB17 	pMB1 bla PJ23119-sgRNA-grxB17 (the target site is between 1,123,855 and 1,123,874)	This study
psgRNA-grxB47 	pMB1 bla PJ23119-sgRNA-grxB47 (the target site is between 1,123,442 and 1,123,461)	This study
psgRNA-ompC4 	pMB1 bla PJ23119-sgRNA-ompC4 (the target site is between 2,312,729 and 2,312,710)	This study
psgRNA-ompC18 	pMB1 bla PJ23119-sgRNA-ompC18 (the target site is between 2,312,400 and 2,312,381)	This study
psgRNA-ompC38 	pMB1 bla PJ23119-sgRNA-ompC38 (the target site is between 2,311,966 and 2,311,985)	This study
psgRNA-ompC51 	pMB1 bla PJ23119-sgRNA-ompC51 (the target site is between 2,311,688 and 2,311,669)	This study
psgRNA-ompF46 	pMB1 bla PJ23119-sgRNA-ompF46 (the target site is between 986,983 and 986,964)	This study
psgRNA-ompF16 	pMB1 bla PJ23119-sgRNA-ompF16 (the target site is between 986,610 and 986,591)	This study
psgRNA-ompF33 	pMB1 bla PJ23119-sgRNA-ompF33 (the target site is between 986,244 and 986,225)	This study
psgRNA-ompF48 	pMB1 bla PJ23119-sgRNA-ompF48 (the target site is between 985,935 and 985,916)	This study
psgRNA-rpoF2 	pMB1 bla PJ23119-sgRNA-rpoF2 (the target site is between 2,001,705 and 2,001,724)	This study
psgRNA-rpoS5	pMB1 bla PJ23119-sgRNA-rpoS5 (the target site is between 2,867,504 and 2,867,485)	This study
psgRNA-yfeH3 	pMB1 bla PJ23119-sgRNA-yfeH3 (the target site is between 2,526,972 and 2,526,991)	This study
psgRNA-yfeH4 	pMB1 bla PJ23119-sgRNA-yfeH4 (the target site is between 2,526,975 and 2,526,994)	This study
psgRNA-lacI7-rpoF2	pMB1 bla PJ23119-sgRNA-lacI7 PJ23119-sgRNA-lrpoF2	This study
psgRNA-lacI7-rpoS5	pMB1 bla PJ23119-sgRNA-lacI7 PJ23119-sgRNA-rpoS5	This study
psgRNA-rpoS5-lacI7	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-lacI7	This study
psgRNA-rpoS5-rpoF2	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-rpoF2	This study
psgRNA-rpoF2-lacI7	pMB1 bla PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-lacI7	This study
psgRNA-rpoF2-rpoS5	pMB1 bla PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-rpoS5	This study
psgRNA-yfeH3-yfeH4	pMB1 bla PJ23119-sgRNA-yfeH3 PJ23119-sgRNA-yfeH4	This study
psgRNA-lacI7-rpoF2-rpoS5	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-rpoS5	This study
psgRNA-lacI7-rpoS5-rpoF2	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-rpoF2	This study
psgRNA-rpoF2-lacI7-rpoS5	pMB1 bla PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-lacI7 PJ23119-sgRNA-rpoS5	This study
psgRNA-rpoF2-rpoS5-lacI7	pMB1 bla PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-lacI7	This study
psgRNA-rpoS5-rpoF2-lacI7	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-rpoF2 PJ23119-sgRNA-lacI7	This study
psgRNA-rpoS5-lacI7-rpoF2	pMB1 bla PJ23119-sgRNA-rpoS5 PJ23119-sgRNA-lacI7 PJ23119-sgRNA-rpoF2	This study
psgRNA-grxB6-grxB33-grxB17-grxB47 	pMB1 bla PJ23119-sgRNA-grxB6 PJ23119-sgRNA-grxB33 PJ23119-sgRNA-grxB17 PJ23119-sgRNA-grxB47	This study
psgRNA-ompC4-ompC18-ompC38-ompC51	pMB1 bla PJ23119-sgRNA-ompC4 PJ23119-sgRNA-ompC18 PJ23119-sgRNA-ompC38 PJ23119-sgRNA-ompC51	This study
psgRNA-ompF46-ompF16-ompF33-ompF48	pMB1 bla PJ23119-sgRNA-ompF46 PJ23119-sgRNA-ompF16 PJ23119-sgRNA-ompF33 PJ23119-sgRNA-ompF48	This study
*The target-recognition sequence in sgRNA expressed from the plasmid is represent with genome positions refer to MG1655 (GenBank: U00096.3).


Table 3. Oligonucleotides used in this study.
Name	Sequence (5’→3’)	Reference
ompC-check-F	TTGGGGAGAATGGACTTGCCGACTG	This study
ompC-check-R	GCCCGCAGGCCCTTTGTTCGATATC	This study
ompF-check-F	CACGTCTCTATGGAAATATGACGGT	This study
ompF-check-R	GGCGGTAATGTTCTCAAACATGACG	This study
Primer-I-U1	CCATGGGGGGCGGCCGCCAATACGCAAACCGCCTCTCCCCGC	This study
Primer-I-L2	ACGCGTGCATGCCCATGGTAGGGGTTCCGCGCACATTTCCCCG	This study
Primer-I-L3	GCATGCGGGGCGGCCGCTAGGGGT TCCGCGCACATTTCCCCG	This study
Primer-I-U3	GCGGCCGCCCCGCATGCCAATACGCAAACCGCCTCTCCCCGC	This study
Primer-I-L4	ACGCGTCGCGCATGCTAGGGGT TCCGCGCACATTTCCCCG	This study
Primer-I-U4	GCATGCGCGACCGTCAATACCAAACCGCCTCTCCCCGC	This study
Primer-V-L1	GCGGCCGCCCCCCATGGTAGGGGTTCCGCGCACATTTCCCCG	This study
Primer-V-U2	CCATGGGCATGCACGCGTTTTGTTTATTTTTCTAAATACATTC	This study
Seq-primer-1	GCGTATTGGCGGCCGCCCCCCATGG	This study
Seq-primer-2	AAACAAAACGCGTGCATGCCCATGG	This study
Seq-primer-3	GGTTTGCGTATTGGCATGCGGGGCGGCCGC	This study
Seq-primer-4	TTGCGTATTGACGCGTCGCGCATGC	This study
gfp_in_ompF_F	TTGAATGGAAAGATGCCTGCAGACACATAAAGACACCAAACTCTCATCAATAGTTCCGTAAATTTTTATTGACAGAACTT
	ATTGACGGCAGTGGCAGGTGTCATAAAAAAAACCATGAGGGTAATAAATAATGAGTAAAGGAGAAGAACTTTTCACTGGA	This study
gfp_in_ompF_R	ATTTACAAAATTCCAACTATTACTGATGAAAACGCAGGCTGTTTTTGCAAGACGTGAGATTGCTCTGGAAGGTATAAAAA
	AAACAGGACCAAAGTCCTGTTTTTTCGGCATTTAACAAAGAGGTGTGCTATTATTTGTATAGTTCATCCATGCCATGTGT	This study
mCherry_in_ompC_F	TAGTATCATATTCGTGTTGGATTATTCTGCATTTTTGGGGAGAATGGACTTGCCGACTGATTAATGAGGGTTAATCAGTA
	TGCAGTGGCATAAAAAAGCAAATAAAGGCATATAACAGAGGGTTAATAACATGGTGAGCAAGGGCGAGGAGGATAACATG	This study
mCherry_in_ompC_R	GGGTAAAGCTTATTTCCATACGTGATTATCCTCATGCGAACGGTCGCAAGAGTACACCAAAAAACTGAGTTTGTACGCTG
	AAAACAATGAAAAAAGGGCCCGCAGGCCCTTTGTTCGATATCAATCGAGACTACTTGTACAGCTCGTCCATGCCGCCGGT	This study


