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Supplementary Information
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Fig. S1 Photographic Record of earthworm collection. Photos showing the collection of Glyphidrilus sp. from a submerged paddy field and earthworm morphology.
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Fig. S2 Phylogenetic Tree of B. paralicheniformis PPH2. A neighbor-joining tree based on 16S rRNA gene sequences showing PPH2 and its closest relatives.
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Fig. S3 HPLC Calibration Curve. The linear regression plot for carbofuran at different concentrations.


[image: ]Fig. S4 RSM Diagnostic Plots. A four-panel plot showing (a) Normal probability of residuals, (b) Residuals vs. Predicted values, (c) Residuals vs. Run, and (d) Predicted vs. Actual values.
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