Table 4
[image: ]

[bookmark: _GoBack]
image1.png
[TUR/LOK/C13_kenya

TUR/NAD/C2 kenya
MAR/GAL/C20 kenya
MAR/MAL/CE kenya
MAR/ELB/C32 kenya

(CONTROL ISOLATE kenya GTTTCATT

MAR/NRD/C7 kenya
MAR/NRB/C3 kenya
MAR/NRB/C11 kenya
MAR/MLE/C13 kenya
MAR/MLE/C19 kenya
MAR/ELB/C30 kenya
MAR/ELB/C33 kenya
MAR/MAL/C2 kenya
MAR/MAL/C10 kenya
MAR/MAL/CE kenya
MAR/GAL/C18 kenya
MAR/GAL/C24 kenya
'TUR/NAD/C1 kenya
TUR/NAD/C11 kenya
TUR/LOK/C14 kenya
MK802881.1 Ethiopia
MT347698.1 USA
M7065783.1 India
Mw142238.1 India
MK028815.1 China
MH156568.1 Denmark
KR006579.1 Egypt
Kp212391.1 Russia
D0417899.1 Japan
HQ003897.1 Germany
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(GTTTCATT -~ TGGACTGACACGA
(GTTTCATT -~ TGGACTGACACGA
(GTTTCATT -~ TGGACTGACACGA
(GTTTCATT -~ TGGACTGACACGA
(GTTTCATT -~ TGGACTGACACGA
(GTTTCATT -~ TGGACTGACACGA
[GTTGCGCC— - GTTGTCAAGGARG
[GTTGCGCC— - GTTGTCAAGGAAG
(GTTTCATT -~ TGGACTGACACGA
[GTTGCGCC - ~GTTGTCAAGGARG

[ACACGAGTAATAGACTAATAARAA
[GATTGTGATGTTTACCGTCATGGGA
(GCAGTAGAGTTAGGCTATGATGAT
[ATTTTTACTTCGTACAGCCATGAA
[GCATTARARRAGGGTTTACGCT2A
[AACTCACAAACGTCGTATTTCTGCT
[GTTTCATT -~ TGGACTGACACGA
[GTTTCATT - - TGGACTGACACGA

IAAAAGACCAACAAGGTGAAGTAGTACGTGAGTATGAGGTTGAGAAR
[T TTCTCGARGCGTTCTGCCACGAAATCCCAGTTTACTACGTGCCAGAATTCTTTAATGTAGTCTGGACGGCGGTTTTGGAATTTCAAGTAGTAAGCGT —~ GTTCCCARACG.

ATTARACCGCT [

TTAA---ACCGTTGAACA CGAAGARARAGACC ARAA-TAGGTAACCAATACACGATAAATAA
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT -
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TCAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TCAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
TTAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
CAGA--~TTGGCTCAACA CACCAAACTCCGCCCAACAAAA-CTGTGCTTTTCTTTGCCACAAGCCA-~AATAAA- ~AGA
CAGA--~TTGGCTCAACA CACCAAACTCCGCCCAACAAAA-CTGTGCTTTTCTTTGCCACAAGCCA-~AATAAA-~AGA
TTAA---ACCGTTGAACA CGAAGAAAAAGACC AAAA-TAGGTAACCAATACACGATAAATAA--ATTAAACCGCT
CAGA--~TTGGCTCAACA CACCAAACTCCGCCCAACAAAA-CTGTGCTTTTCTTTGCCACAAGCCA-~AATAAA--AGA

CTGAGGCACATTTAAGTAA-TATTAATAAATTAAGTCAGTTAAATCTAAATTGTGAATACATCATTTTTGATAATCATGACAGT
TTGTAGCACTGCGAAATG AGAGAGGGAACTACAACTTTAAACGGTCTGACAATAATCTGTTCACAA - ——TTGTAGCACT
TTTGGTCGTGCGAAGTTACGTATGGCTGARAAAGATC ARAAAGCAAAAGATGCAGCAARACACACTAACCATGGTGCGCA

TGAA-- - ATGGCTGGAAAA-ACCAGTGAAAGCACGGCTGATTTAATACGCTTTGCCTTGCAAGATACAGTA —~ ATTTCAGCGCC
TTGA---ATTAATGATTG TCATTGCCATT ATTGCGATTTTAGCCACGATTGCCGTGCCA -~ ~TCTTATCAAA
TTAGGTGCAGGTGGTGTTACTCGTGAACGTGCTGACT -~~~ TCGAAATCCGTGACGTACACGTAACTCACTATGGTCGTATTTGT
TCAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA--ATTARACCGCT
TCAA---ACCGTTGAACA CGAAGARAAAGACC ARAA-TAGGTAACCAATACACGATAAATAA-~ATTAAACCGCT

CTTGGTAACAATGTTCACGTAAAACGTCTTTATGCGGGTTTCGCGTATGAAGGTTTAGGTACA





