Structured Graphical Abstract
Synergistic interaction between CHIP and hsCRP-defined inflammation significantly amplified mortality risk, particularly in patients with above-median hsCRP and CHIP. Mendelian randomization demonstrated a unidirectional causal link: elevated hsCRP levels predisposed to CHIP development.
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	Central Illustration
The association between clonal hematopoiesis of indeterminate potential (CHIP) and high-sensitivity C-reactive protein (hs-CRP): The prevalence of CHIP and elevated levels of hs-CRP are significantly higher in individuals who experience mortality. Furthermore, the predictive value of CHIP combined with higher CRP as a marker for poor clinical prognosis has been assessed in this study. Mendelian randomization studies suggest that the development of hs-CRP may increase the propensity for CHIP. Abbreviations hs-CRP, high-sensitivity C-reactive protein; CHIP, clonal haematopoiesis of indeterminate potential; IL-1β, Interleukin—1β; IL-6, Interleukin—6; PCSK9, Proprotein Convertase Subtilisin/Kexin Type 9; NLRP3, nucleotide-binding oligomerization domain-like receptor protein 3; ABCA1, ATP binding cassette transporter A1(Created with MedPeer / medpeer.cn)
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Main findings of the prospective cohort study
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o o4 CRP:Euopeanpopulation (N=353,466, SNPs=19,057,467) ' @ Bidirectional Mendelian randomization studies indicated that the increased value of hs-CRP improves the propensity for CHIP.

CHIP: UK Biobank (N=2041 cases, N=173,918 controls ) @ According to the results of reverse MR analysis, no significant causal effect of CHIP was found on hs-CRP.





