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Fig S1: 1,25D-regulated expression of in wild-type and transduced cells in 
which FBW7 ablation failed (Neg) or succeeded (FBKO).
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Vitamin D receptor pathway (upregulated in GSEA from Wiki Pathways)

Fig. S2 : Heatmap of 1,25D-regulated DEGs with the VDR pathway in control and FBW7 KO 
cells. 



A

B

Condition Donor RXRA RXRB RXRG
Bulk average of 
all gene counts

C

1 26722 90 94 2428

2 24401 41 81 2205

3 28763 41 102 2556

D

1 17619 140 26 1630

2 20904 6 23 1964

3 26229 3 20 2376

KO

1 17592 40 8 2208

2 17883 10 8 2349

3 16093 9 5 2042

KO+D

1 17412 4 2 2435

2 16538 6 3 2342

3 18270 52 1 2511

Counts per gene

Fig. S3: Gene counts of RXRA, RXRB and RXRG, as well as average gene counts 
based on RNAseq for each donor of C, 1,25D (D), KO, and KO+D treated cells. B.
Western blot of RXRA in wild-type and FBW7 KO cells. (See uncropped gel images in 
Supplementary Fig. S4)
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Table S4: Enriched activated diseases & functions  FBW7 KO vs Control



Table S5: Enriched suppressed diseases & functions  FBW7 KO vs Control



Fig. S4. A. Uncropped images of figure 1E. B. Uncropped images of figure 4B. 
C. Uncropped images of figure S3B. Actin controls are from the same blot.
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