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	ID
	Score
	Volume
	Center(x, y, z)
	Docking size(x, y, z)

	EGR1
	-7.1
	2445
	9, 27, -20
	20, 29, 20

	PTGS2
	-7.9
	4765
	27, 23, 92
	35, 28, 30



