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Supplementary Figure S1: High-Resolution TE Density Heatmaps for Major C.
shasta Scaffolds.

This figure provides an expanded and high-resolution version of the TE density
analysis presented in the main text. It consists of individual heatmaps for each of the
ten largest genomic scaffolds of C. shasta, annotated with genomic coordinates. The
color intensity directly corresponds to TE density, allowing for a detailed visualization
of TE "hotspots" (regions of high density) and "coldspots" (regions of low density).
This high-resolution map is a valuable resource for the research community, enabling
the precise correlation of TE-rich and TE-poor regions with the locations of specific
genes, regulatory elements, and other genomic features, thereby facilitating more

targeted hypotheses about the functional impact of TEs on local gene environments.
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Heatmap of TE Expression Across Samples

Tigger10 DNA/TcMar-Tigger 13.88
Cheshire DNA/hAT-Charlie 23.22
Tigger? DNATcMar-Tigger 36.05
MERSEE DMAMAT-Charlie 27.31

Cheshire DMNAMAT-Charlie —
tRMA-Gly-GGY tRNA
Charlie5 DNA/hAT-Charlie — 18.36
Charlie8 DNA/hAT-Charlie 6.09
tRMA-LeU-TTG tRMA 6.08

U1 snRNA 6.40 40.56 0.06

Charlie? DNA/hAT-Charlie 8.21 41.54 0.82

tRMA-TIe-ATA tRMA 46.07 42.08

Charlie10 DNA/hAT-Charlie — 28.32 44.44

Merlin1_HS DNA/Merlin 4453 38.42

tRMNA-ASN-AAC tRMNA 10.43

BLACKJACK DNA/hAT-Blackjack — 13.71 - 30
CldhAT1 DMA/MAT-Ac — 16.00
EuthAT-2 DNA/hAT-AC 27.36
Kangal DMATcMar-Te2 18.37 16.79
55 FRNA — 32.76
Tigger1 DNA/TcMar-Tigger 247
tRMA-Leu-CTY tRMA 173
Charlie17 DNA/hAT-Charlie —
Charlie14a DNA/hAT-Charlie
- 20

Tigger3 DNATcMar-Tigger -
tRMNA-Lys-AAG tRNA —
HZMART DNA/TcMar-Mariner
tRMA-5er-TCG tRNA
tRMNA-5er-TCY tRMA
Kanga2_a DNAMcMar-Tc2 — 47, . 0.54
L2a LINESL2 5 0.26
Looper DNA/PiggyBac 0.38
¥5a_DMA DNATcMar-Tigger — 33.94 0.33
MER94 DNA/AT-Blackjack 39.11 0.35
UCOMNTE Unknown - 37.11 0.91
Charlie24 DMA/RAT-Charlie — 33.73 0.3
tRMNA-Thr-ACGS tRMA 38,72 0.06
Ricksha DNA/MULE-MuDR — 13.64 49, 8¢ n.a2
Tiggers DNATcMar-Tigger — 17.07 0.81
tRMNA-GIN-CAG tRMNA 7.78 0.62

L1MC4 LIMNESLT = 14.67 o 0.38
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