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Cell lines ICS IR Cell lines ICS IR



UT-SCC-1 0.58 1.7 LK 04-12 0.76 0.63



UT-SCC-2 1.00 1.8 LK 05-07 0.95 0.70



UT-SCC-5 0.50 2.3 LK 05-32 1.05 0.83



UT-SCC-7 0.32 2.0 LK 06-11 0.82 0.69



UT-SCC-8 0.52 1.9 LK 06-16 0.91 0.79



UT-SCC-9 0.88 1.4 LK 06-26 0.90 0.48



UT-SCC-10 0.64 1.9 LK 08-06 0.75 0.59



UT-SCC-11 0.28 2.0 LK 08-24 0.69 0.75



UT-SCC-12 0.00 2.1 LK 08-27 1.02 0.89



UT-SCC-14 0.43 1.7 LK 08-27C* 0.97 0.70



UT-SCC-15 0.43 2.1 LK 08-50 0.96 0.64



UT-SCC-16 0.66 1.8 LK 08-55 0.85 0.69



UT-SCC-17 0.09 1.8 LK 08-58 0.80 0.73
UT-SCC-18 0.34 1.8 LK 08-63 0.84 0.46



UT-SCC-19 0.35 1.7 LK 09-02 1.08 0.57



UT-SCC-20 0.47 2.1 LK 09-15 0.94 0.72



UT-SCC-21 0.63 1.8 LK 09-17 0.78 0.69



UT-SCC-22 0.49 1.8 LK 09-21 1.03 0.65



UT-SCC-23 0.06 1.6 LK 09-23 0.88 0.69



UT-SCC-24 1.00 2.6 LK 09-24 0.66 0.70



UT-SCC-25 NA 2.2 LK 09-27 1.04 0.87



UT-SCC-29 0.79 1.8 LK 09-39 0.53 0.62



UT-SCC-30 0.69 2.0 LK 09-42 1.05 0.80



UT-SCC-32 0.43 1.7 LK 09-49 0.73 0.59



UT-SCC-33 0.70 2.3 LK 11-08 1.05 0.84



UT-SCC-34 0.74 2.1



UT-SCC-36 0.69 2.2



UT-SCC-38 0.53 2.3



UT-SCC-40 0.55 2.3



UT-SCC-42 0.77 2.1



UT-SCC-43 0.48 1.8



UT-SCC-45 0.14 2.0



UT-SCC-47 0.65 2.0



UT-SCC-54 0.45 2.3



UT-SCC-76 0.84 2.5



UT-SCC-77 0.34 2.5
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		SNP no. 		SNPs OF INTEREST		GENOME LOCATION		A1/A2		REF/ALT		AFF HvL		UNAFF HvML;LvMH		ANNOTATION		SYMBOL



		SNP_1		for  CIS resistance		10:69660734		T/G		G/T		2/36		17/17		Distal intergenic		LINC02651

		SNP_2		for  CIS resistance		15:89642040		A/G		G/A		22/22		4/30		Intron		KIF7

		SNP_3		for  CIS resistance		16:5134910		T/C		C/T		6/30		24/12		Intron		-

		SNP_4		for  CIS resistance		18:49878828		T/C		C/T		4/32		23/7		Promotor 		MYO5B

		SNP_5		for  CIS resistance		2:20428114		A/G		G/A		5/35		21/19		Distal intergenic		RHOB

		SNP_6		for  CIS resistance		2:60028841		T/G		G/T		0/40		14/20		Intron		-

		SNP_7		for  CIS resistance		20:60300090		G/T		T/G		22/20		4/34		Intron		MIR646

		SNP_8		for  CIS resistance		3:14897973		G/T		T/G		0/34		18/16		Promotor 		FGD5

		SNP_9		for  CIS resistance		5:31547454		A/G		G/A		4/34		19/13		Promotor 		C5orf22

		SNP_10		for  CIS resistance		7:158331064		T/C		C/T		9/35		20/16		Intron		PTPRN2

		SNP_11		for  CIS resistance		8:114163381		C/T		T/C		6/34		22/14		Distal intergenic		CSMD3

		SNP_12		for CIS sensitivity		1:2697829		A/C		C/A		2/42		27/31		Intron		MMEL1

		SNP_13		for CIS sensitivity		1:2697886		A/C		C/A		2/42		27/31		Intron		MMEL1

		SNP_14		for CIS sensitivity		12:133026125		G/A		A/G		15/19		3/49		3'UTR		ZNF84

		SNP_15		for CIS sensitivity		15:17014440		C/T		T/C		4/34		36/26		Distal intergenic		FAM30B

		SNP_16		for CIS sensitivity		15:17014443		A/G		G/A		4/34		36/26		Distal intergenic		FAM30B

		SNP_17		for CIS sensitivity		15:17014450		C/T		T/C		4/34		36/26		Distal intergenic		FAM30B

		SNP_18		for RAD resistance		18:61394746		T/G		G/T		1/43		14/14		Intron		Cadherin20

		SNP_19		for RAD resistance		22:20639180		A/G		G/A		29-Nov		24/&		Exon		-

		SNP_20		for RAD resistance		9:118276363		G/T		T/G		8/38		26/10		Intron		-

		SNP_21		for RAD resistance		3:134853646		G/A		A/G		5/33		19/9		Promotor 		EPHB1

		SNP_22		for RAD resistance		4:10093047		A/G		G/A		9/33		22/8		Promotor 		WDR1

		SNP_23		for RAD resistance		16:78647614		T/C		C/T		12/34		26/6		Intron		-

		SNP_24		for RAD resistance		20:48152424		C/T		T/C		0/46		10/24		Distal intergenic		-

		SNP_25		for RAD resistance		2:100321245		A/G		G/A		31/15		3/25		Promotor 		LONRF2

		SNP_26		for RAD sensitivity		15:22429809		A/G		G/A		29/15		15/35		Intron		GolginA8

		SNP_27		for RAD sensitivity		15:22429838		G/A		A/G		29/15		15/35		Intron		GolginA8

		SNP_28		for RAD sensitivity		9:2496009		T/C		C/T		0/46		16/36		Intron		-

		SNP_29		for RAD sensitivity		4:186158607		C/T		C/T		25/15		9/49		Intron		FAM149A

		SNP_30		for RAD sensitivity		1166341189		C/T		C/T		26/14		10/48		Promotor 		BRMS1





		DMR no.		DMRs OF INTEREST		GENOME LOCATION		WIDTH		CpG COUNTS		log FC HvL		logFC HcML + LvMH				GENE NAME 

																ANNOTATION

		DMR_1		for CIS resistant		6:37643212-37643358		146		0		1.937		1.2675		3' UTR		MDGA1

		DMR_2		for CIS resistant		6:37643452-37643594		142		4		2.0134		1.3437		Promoter 		MDGA1

		DMR_3		for CIS sensitivity		2:2244504-2244790		286		3		-26.898		-3.1603		Intron		MYT1L

		DMR_4		for RAD resistant		14:99027073-99027371		298		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_5		for RAD resistant		14:99027495-99027664		169		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_6		for RAD resistant		11:110821331-110821473		142		1		3.5158		3.2354		Distal intergenic		ARHGAP20





NEW !

		SNP no. 		SNPs OF INTEREST		GENOME LOCATION		A1/A2		Ref genome		AFF HvL		UNAFF HvML;LvMH		ANNOTATION		SYMBOL



		SNP_1		  for CIS 		8:123952014		G/A		G		4/32		25/9		Intron		FER1L6-AS1						20428114

		SNP_2		for  CIS		15:89642040		A/G		G		18/26		10/22		Intron		KIF7						14897973

		SNP_3		for  CIS 		18:49878828		T/C		C		16/24		11/15		Promotor 		MYO5B						31547454

		SNP_4		for  CIS 		2:20428114		A/G		G		13/31		15/19		Distal intergenic		RHOB						158331064

		SNP_5		for  CIS 		20:60300090		G/T		C		17/25		17/19		Intron		MIR646						114163381

		SNP_6		for  CIS 		3:14897973		G/T		G		8/28		8/20		Promotor 		FGD5						89642040

		SNP_7		for  CIS 		5:31547454		A/G		G		6/32		11/19		Promotor 		C5orf22						49878828

		SNP_8		for  CIS 		7:158331064		T/C		C		12/28		14/18		Intron		PTPRN2						60300090

		SNP_9		for  CIS 		8:114163381		C/T		T		10/34		12/20		Distal intergenic		CSMD3						123952014		8		123952014		Gene name and info?

		SNP_10		for CIS 		15:17014440		C/T		T		4/32		36/26		Distal intergenic		FAM30B						17014440

		SNP_11		for CIS 		15:17014443		A/G		G		4/32		36/26		Distal intergenic		FAM30B						17014443

		SNP_12		for CIS 		15:17014450		C/T		T		4/32		36/26		Distal intergenic		FAM30B						17014450

		SNP_13		for RAD 		18:61394746		T/G		T		1/33		16/40		Intron		Cadherin20

		SNP_14		for RAD 		9:118276363		G/T		T		10/30		31/37		Intron		-						100321245

		SNP_15		for RAD 		4:10093047		A/G		G		26/40		15/17		Promotor 		WDR1						10093047

		SNP_16		for RAD 		20:48152424		C/T		T		0/44		12/54		Distal intergenic		-						118276363

		SNP_17		for RAD 		2:100321245		A/G		G		45/27		3/25		Promotor 		LONRF2						61394746

		SNP_18		for RAD 		15:22429809		A/G		A		20/16		12/20		Intron		GolginA8						48152424

		SNP_19		for RAD 		15:22429838		G/A		A		20/16		12/20		Intron		GolginA8

		SNP_20		for RAD 		4:186158607		C/T		C		16/20		13/23		Intron		FAM149A						186158607

		SNP_21		for RAD 		11:66341189		C/T		C		24/14		2/24		Promotor 		BRMS1						66341189

																								22429809

																								22429838





		DMR no.		DMRs OF INTEREST		GENOME LOCATION		WIDTH		CpG COUNTS		log FC HvL		logFC HcML + LvMH				GENE NAME 

																ANNOTATION

		DMR_1		for CIS 		6:37643452-37643594		142		4		2.0134		1.3437		Promoter 		MDGA1

		DMR_2		for CIS 		2:2244504-2244790		286		3		-26.898		-3.1603		Intron		MYT1L

		DMR_3		for RAD 		14:99027073-99027371		298		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_4		for RAD 		14:99027495-99027664		169		1		25.3855		25.3855		Distal intergenic		BCL11B
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		Gene

		FER1L6-AS1		Zhu et al., 2021;Zehng et al.,2021 

		KIF7		Sari et al., 2018; Wong et al., 2017

		RHOB		Zaoui et al., 2023

		BCL11B		García-Aznar et al., 2024

		PTPRN2		Chen et al.,2016

		CSMD3		Lu et al., 2021 ; 

		MIR646		Li et al., 2014; Berindan-Neagoe et al., 2014; Peng et al., 2016

		MYO5B, FGD5, C5orf22, FAM30B, Cadherin20, WDR1, LONRF2, GolginA8, FAM149A, BRMS1, MDGA1, MYT1L

		Gene		References		Evidence Level

		FER1L6-AS1		Zhu et al., 2021; Zehng et al., 2021		Validated via lncRNA/other models

		KIF7		Sari et al., 2018; Wong et al., 2017		Moderate evidence

		RHOB		Zaoui et al., 2023		Moderate evidence

		BCL11B		García-Aznar et al., 2024		Strong evidence

		PTPRN2		Chen et al., 2016		Included in panels

		CSMD3		Lu et al., 2021		Included in panels

		MIR646		Li et al., 2014; Berindan-Neagoe et al., 2014; Peng et al., 2016		Moderate evidence
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		Cell lines 		ICS		IR				Cell lines 		ICS		IR

		UT-SCC-1		0.58		1.7				LK 04-12		0.76		0.63

		UT-SCC-2		1.00		1.8				LK 05-07		0.95		0.70

		UT-SCC-5		0.50		2.3				LK 05-32		1.05		0.83

		UT-SCC-7		0.32		2.0				LK 06-11		0.82		0.69

		UT-SCC-8		0.52		1.9				LK 06-16		0.91		0.79

		UT-SCC-9		0.88		1.4				LK 06-26		0.90		0.48

		UT-SCC-10		0.64 		1.9				LK 08-06		0.75		0.59

		UT-SCC-11		0.28		2.0				LK 08-24		0.69		0.75

		UT-SCC-12		0.00		2.1				LK 08-27		1.02		0.89

		UT-SCC-14		0.43		1.7				LK 08-27C*		0.97		0.70

		UT-SCC-15		0.43		2.1				LK 08-50		0.96		0.64

		UT-SCC-16		0.66		1.8				LK 08-55		0.85		0.69

		UT-SCC-17		0.09		1.8				LK 08-58		0.80		0.73

		UT-SCC-18		0.34		1.8				LK 08-63		0.84		0.46

		UT-SCC-19		0.35		1.7				LK 09-02		1.08		0.57

		UT-SCC-20		0.47		2.1				LK 09-15		0.94		0.72

		UT-SCC-21		0.63		1.8				LK 09-17		0.78		0.69

		UT-SCC-22		0.49		1.8				LK 09-21		1.03		0.65

		UT-SCC-23		0.06		1.6				LK 09-23		0.88		0.69

		UT-SCC-24		1.00		2.6				LK 09-24		0.66		0.70

		UT-SCC-25		NA		2.2				LK 09-27		1.04		0.87

		UT-SCC-29		0.79		1.8				LK 09-39		0.53		0.62

		UT-SCC-30		0.69		2.0				LK 09-42		1.05		0.80

		UT-SCC-32		0.43		1.7				LK 09-49		0.73		0.59

		UT-SCC-33		0.70		2.3				LK 11-08		1.05		0.84

		UT-SCC-34		0.74		2.1

		UT-SCC-36		0.69		2.2

		UT-SCC-38		0.53		2.3

		UT-SCC-40		0.55		2.3

		UT-SCC-42		0.77		2.1

		UT-SCC-43		0.48		1.8

		UT-SCC-45		0.14		2.0

		UT-SCC-47		0.65		2.0

		UT-SCC-54		0.45		2.3

		UT-SCC-76		0.84		2.5

		UT-SCC-77		0.34		2.5
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		H 		M 		L 				H 		M		L

		UT-SCC-2		UT-SCC-1		UT-SCC-7				UT-SCC-5		UT-SCC-7		UT-SCC-1

		UT-SCC-9		UT-SCC-5		UT-SCC-11				UT-SCC-24		UT-SCC-8		UT-SCC-2

		UT-SCC-16		UT-SCC-8		UT-SCC-12				UT-SCC-25		UT-SCC-10		UT-SCC-9

		UT-SCC-24		UT-SCC-10		UT-SCC-14				UT-SCC-33		UT-SCC-11		UT-SCC-14

		UT-SCC-29		UT-SCC-20		UT-SCC-15				UT-SCC-36		UT-SCC-12		UT-SCC-16

		UT-SCC-30		UT-SCC-21		UT-SCC-17				UT-SCC-38		UT-SCC-15		UT-SCC-17

		UT-SCC-33		UT-SCC-22		UT-SCC-18				UT-SCC-40		UT-SCC-20		UT-SCC-18

		UT-SCC-34		UT-SCC-38		UT-SCC-19				UT-SCC-54		UT-SCC-30		UT-SCC-19

		UT-SCC-36		UT-SCC-40		UT-SCC-23				UT-SCC-77		UT-SCC-34		UT-SCC-21

		UT-SCC-42		UT-SCC-43		UT-SCC-32				UT-SCC-76		UT-SCC-42		UT-SCC-22

		UT-SCC-76		UT-SCC-47		UT-SCC45				LK 05-32		UT-SCC-45		UT-SCC-23

		LK 05-32		UT-SCC-54		UT-SCC-77				LK 06-16		UT-SCC-47		UT-SCC-29

		LK 08-27		LK 05-07		LK 04-12				LK 08-24		LK 05-07		UT-SCC-32

		LK 08-27C		LK 06-16		LK 06-11				LK 08-27		LK 06-11		UT-SCC-43

		LK 08-50		LK 06-26		LK 08-06				LK 08-58		LK 08-27C		LK 04-12

		LK 09-02		LK 08-55		LK 08-24				LK 09-15		LK 08-55		LK 06-26

		LK 09-21		LK 08-63		LK 08-58				LK 09-27		LK 09-17		LK 08-06

		LK 09-27		LK 09-15		LK 09-17				LK 09-42		LK 09-23		LK 08-50

		LK 09-42		LK 09-23		LK 09-24				LK 11-08		LK 09-24		LK 08-63

		LK 11-08				LK 09-39								LK 09-02

						LK 09-49								LK 09-21

														LK 09-39

														LK 09-49
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		V1		V2		Cisplatin		Radiotherapy		Method		SampleID		Metastasis		Replicates		Cisplatin_Class		Radiotherapy_Class		Cisplatin_Class_Final		Radiotherapy_Class_Final		Cis_Extremes		Radio_Extremes		Cis_Low		Radio_Low		Cis_High		Radio_High

		TRSCN		1		0.579999999999999		1.7		AUC		HumanJulia_1A		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCR		2		1		1.8		AUC		HumanJulia_2		0		0		H		L		H		L		1		2		1		2		1		2

		TRRCN		3		0.5		2.29999999999999		AUC		HumanJulia_5		0		0		M		H		M		H		NA		1		1		1		2		1

		MRNCN		4		-9		-9		AUC		HumanJulia_6B		1		0		NA		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCS		5		0.32		2		AUC		HumanJulia_7		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		6		0.52		1.9		AUC		HumanJulia_8		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRSCR		7		0.88		1.4		AUC		HumanJulia_9		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		8		0.64		1.9		AUC		HumanJulia_10		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCS		9		0.28		2		AUC		HumanJulia_11		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCS		10		0		2.1		AUC		HumanJulia_12A		0		0		L		M		L		M		2		NA		2		1		2		2

		TRSCN		11		0.43		1.7		AUC		HumanJulia_14		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCN		12		0.43		2.1		AUC		HumanJulia_15		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		13		0.66		1.8		AUC		HumanJulia_16A		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCS		14		0.09		1.8		AUC		HumanJulia_17		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCR		15		0.34		1.8		AUC		HumanJulia_18		0		0		L		L		L		L		2		2		2		2		2		2

		TRSCS		16		0.35		1.7		AUC		HumanJulia_19A		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCN		17		0.47		2.1		AUC		HumanJulia_20A		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCN		18		0.63		1.8		AUC		HumanJulia_21		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCN		19		0.49		1.8		AUC		HumanJulia_22		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCS		20		0.06		1.6		AUC		HumanJulia_23		0		1		L		L		L		L		2		2		2		2		2		2

		TRNCS		21		-9		-9		AUC		HumanJulia_23_1		0		1		L		L		L		L		2		2		2		2		2		2

		TRRCS		22		1		2.6		AUC		HumanJulia_24A		0		0		H		H		H		H		1		1		1		1		1		1

		MRRCN		23		-9		-9		AUC		HumanJulia_24B		1		0		M_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCN		24		-9		2.2		AUC		HumanJulia_25		0		0		NA		H		NA		H		NA		1		NA		1		NA		1

		TRNCR		25		0.79		1.8		AUC		HumanJulia_29		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		26		0.69		2		AUC		HumanJulia_30		0		0		H		M		H		M		1		NA		1		1		1		2

		TRSCN		27		0.43		1.7		AUC		HumanJulia_32		0		0		L		L		L		L		2		2		2		2		2		2

		TRRCR		28		0.7		2.29999999999999		AUC		HumanJulia_33		0		0		H		H		H		H		1		1		1		1		1		1

		MRNCN		29		-9		-9		AUC		HumanJulia_34_2		1		2		H_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCN		30		0.74		2.1		AUC		HumanJulia_34_1		0		2		H		M		H		M		1		NA		1		1		1		2

		TRNCN		31		0.69		2.2		AUC		HumanJulia_36		0		0		H		H		H		H		1		1		1		1		1		1

		TRRCN		32		0.53		2.29999999999999		AUC		HumanJulia_38		0		0		M		H		M		H		NA		1		1		1		2		1

		TRRCN		33		0.55		2.29999999999999		AUC		HumanJulia_40		0		0		M		H		M		H		NA		1		1		1		2		1

		TRNCR		34		0.77		2.1		AUC		HumanJulia_42a		0		0		H		M		H		M		1		NA		1		1		1		2

		TRNCN		35		0.48		1.8		AUC		HumanJulia_43a		0		0		M		L		M		L		NA		2		1		2		2		2

		MRNCS		36		-9		-9		AUC		HumanJulia_43b		1		0		L_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCS		37		0.14		2		AUC		HumanJulia_45		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		38		0.65		2		AUC		HumanJulia_47		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRRCN		39		0.45		2.29999999999999		AUC		HumanJulia_54		0		0		M		H		M		H		NA		1		1		1		2		1

		MRNCN		40		-9		-9		AUC		HumanJulia_60B		1		0		M_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCS		41		0.34		2.5		AUC		HumanJulia_77		0		0		L		H		L		H		2		1		2		1		2		1

		TRNCN		42		0.76		0.63		RadSF		HumanJulia_04_12		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCR		43		0.95		0.7		RadSF		HumanJulia_05_7		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRRCR		44		1.05		0.83		RadSF		HumanJulia_05_32		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCN		45		0.82		0.69		RadSF		HumanJulia_06_11		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		46		0.91		0.79		RadSF		HumanJulia_06_16		0		0		M		H		M		H		NA		1		1		1		2		1

		TRSCN		47		0.75		0.59		RadSF		HumanJulia_08_6		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCS		48		0.69		0.75		RadSF		HumanJulia_08_24		0		0		L		H		L		H		2		1		2		1		2		1

		TRRCR		49		1.02		0.89		RadSF		HumanJulia_08_27		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCR		50		0.97		0.7		RadSF		HumanJulia_08_27C		0		0		H		M		H		M		1		NA		1		1		1		2

		TRNCR		51		0.96		0.64		RadSF		HumanJulia_08_50		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		52		0.85		0.69		RadSF		HumanJulia_08_55		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCN		53		0.8		0.73		RadSF		HumanJulia_08_58		0		0		L		H		L		H		2		1		2		1		2		1

		MRNCN		54		-9		-9		RadSF		HumanJulia_08_58B		1		0		M_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRSCN		55		0.84		0.46		RadSF		HumanJulia_08_63		0		0		M		L		M		L		NA		2		1		2		2		2

		TRSCR		56		1.08		0.569999999999999		RadSF		HumanJulia_09_2		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		57		0.94		0.72		RadSF		HumanJulia_09_15		0		0		M		H		M		H		NA		1		1		1		2		1

		TRNCN		58		0.78		0.69		RadSF		HumanJulia_09_17		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCR		59		1.03		0.65		RadSF		HumanJulia_09_21		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		60		0.88		0.69		RadSF		HumanJulia_09_23		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCS		61		0.66		0.7		RadSF		HumanJulia_09_24		0		0		L		M		L		M		2		NA		2		1		2		2

		TRRCR		62		1.04		0.87		RadSF		HumanJulia_09_27		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCS		63		0.53		0.62		RadSF		HumanJulia_09_39		0		0		L		L		L		L		2		2		2		2		2		2

		TRRCN		64		1.05		0.8		RadSF		HumanJulia_09_42		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCN		65		0.73		0.59		RadSF		HumanJulia_09_49		0		0		L		L		L		L		2		2		2		2		2		2

		MRNCN		66		-9		-9		RadSF		HumanJulia_10_4B		1		0		M_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCR		67		1.05		0.84		RadSF		HumanJulia_11_8		0		0		H		H		H		H		1		1		1		1		1		1

		NRNCN		68		-9		-9		-9		HumanJulia_NOK6		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		NRNCN		69		-9		-9		-9		HumanJulia_NOK7		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		NRNCN		70		-9		-9		-9		HumanJulia_NOK8		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCR		71		0.84		2.5		AUC		HumanJulia_76A		0		0		H		H		H		H		1		1		1		1		1		1

		TRSCN		72		0.9		0.48		RadSF		HumanJulia_06_26		0		0		M		L		M		L		NA		2		1		2		2		2
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		SampleID		Cell lines 

		HumanJulia_1A		UT-SCC-1A

		HumanJulia_2		UT-SCC-2

		HumanJulia_5		UT-SCC-5

		HumanJulia_7		UT-SCC-7

		HumanJulia_8		UT-SCC-8

		HumanJulia_9		UT-SCC-9

		HumanJulia_10		UT-SCC-10

		HumanJulia_11		UT-SCC-11

		HumanJulia_12A		UT-SCC-12A

		HumanJulia_14		UT-SCC-14

		HumanJulia_15		UT-SCC-15

		HumanJulia_16A		UT-SCC-16A

		HumanJulia_17		UT-SCC-17

		HumanJulia_18		UT-SCC-18

		HumanJulia_19A		UT-SCC-19A

		HumanJulia_20A		UT-SCC-20A

		HumanJulia_21		UT-SCC-21

		HumanJulia_22		UT-SCC-22

		HumanJulia_23		UT-SCC-23

		HumanJulia_24A		UT-SCC-24A

		HumanJulia_25		UT-SCC-25

		HumanJulia_29		UT-SCC-29

		HumanJulia_30		UT-SCC-30

		HumanJulia_32		UT-SCC-32

		HumanJulia_33		UT-SCC-33

		HumanJulia_34_1		UT-SCC-34

		HumanJulia_36		UT-SCC-36

		HumanJulia_38		UT-SCC-38

		HumanJulia_40		UT-SCC-40

		HumanJulia_42a		UT-SCC-42A

		HumanJulia_43a		UT-SCC-43A

		HumanJulia_45		UT-SCC-45

		HumanJulia_47		UT-SCC-47

		HumanJulia_54		UT-SCC-54A

		HumanJulia_77		UT-SCC-76A

		HumanJulia_04_12		UT-SCC-77

		HumanJulia_05_7		LK 04-12

		HumanJulia_05_32		LK 05-07

		HumanJulia_06_11		LK 05-32

		HumanJulia_06_16		LK 06-11

		HumanJulia_08_6		LK 06-16

		HumanJulia_08_24		LK 06-26

		HumanJulia_08_27		LK 08-06

		HumanJulia_08_27C		LK 08-24

		HumanJulia_08_50		LK 08-27

		HumanJulia_08_55		LK 08-27C

		HumanJulia_08_58		LK 08-50

		HumanJulia_08_63		LK 08-55

		HumanJulia_09_2		LK 08-58

		HumanJulia_09_15		LK 08-63

		HumanJulia_09_17		LK 09-02

		HumanJulia_09_21		LK 09-15

		HumanJulia_09_23		LK 09-17

		HumanJulia_09_24		LK 09-21

		HumanJulia_09_27		LK 09-23

		HumanJulia_09_39		LK 09-24

		HumanJulia_09_42		LK 09-27

		HumanJulia_09_49		LK 09-39

		HumanJulia_11_8		LK 09-42

		HumanJulia_76A		LK 09-49

		HumanJulia_06_26		LK 11-08
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		Treatment resistance groups		UT-SCC		LK SCC

		Tercile 1: high resistance		n=11; cisplatin ICS ≥ 0.7, n=10; radiotherapy AUC ≥ 2.3		n=9; cisplatin ICS ≤ 0.69, 

						n=11; radiotherapy IR ≤0.59

		Tercile 2: moderate resistance		n=12; cisplatin ICS 0.34–0.6, 		n=7; cisplatin ICS 0.7–0.94, n=7; radiotherapy IR 0.6–0.82

				n=12; radiotherapy AUC 1.8–2.2

		Tercile 3: low resistance   		n=12; cisplatin ICS≤ 0.33 n=14; radiotherapy AUC ≤ 1.7

						n=9; cisplatin ICS ≥ 0.95, n=9; radiotherapy IR ≥ 0.83



		Resistance Group		UT-SCC (Cis)		UT-SCC (RT)		LK (Cis)		LK (RT)

		High       (Tertile 1)		ICS≥ 0.66		AUC≥ 2.2		ICS≥ 0.95		 IR≥ 0.72

		Medium  (Tertile 2)		 0.49 ≤ ICS ≤ 0.65		 1.9 ≤ AUC ≤ 2.1 		 0.83 ≤ ICS ≤ 0.95		 0.66 ≤ IR ≤ 0.71

		Low         (Tertile 3)		 ICS≤ 0.43		AUC≤ 1.8		 ICS≤  0.82		 IR≤  0.65

				Cis = Cisplatin ICS; RT = Radiotherapy (AUC for UT-SCC, IR for LK).






image2.emf



H M L H M L



UT-SCC-2 UT-SCC-1 UT-SCC-7 UT-SCC-5 UT-SCC-7 UT-SCC-1



UT-SCC-9 UT-SCC-5 UT-SCC-11 UT-SCC-24 UT-SCC-8 UT-SCC-2



UT-SCC-16 UT-SCC-8 UT-SCC-12 UT-SCC-25 UT-SCC-10 UT-SCC-9



UT-SCC-24 UT-SCC-10 UT-SCC-14 UT-SCC-33 UT-SCC-11 UT-SCC-14



UT-SCC-29 UT-SCC-20 UT-SCC-15 UT-SCC-36 UT-SCC-12 UT-SCC-16



UT-SCC-30 UT-SCC-21 UT-SCC-17 UT-SCC-38 UT-SCC-15 UT-SCC-17



UT-SCC-33 UT-SCC-22 UT-SCC-18 UT-SCC-40 UT-SCC-20 UT-SCC-18



UT-SCC-34 UT-SCC-38 UT-SCC-19 UT-SCC-54 UT-SCC-30 UT-SCC-19



UT-SCC-36 UT-SCC-40 UT-SCC-23 UT-SCC-77 UT-SCC-34 UT-SCC-21



UT-SCC-42 UT-SCC-43 UT-SCC-32 UT-SCC-76 UT-SCC-42 UT-SCC-22



UT-SCC-76 UT-SCC-47 UT-SCC45 LK 05-32 UT-SCC-45 UT-SCC-23



LK 05-32 UT-SCC-54 UT-SCC-77 LK 06-16 UT-SCC-47 UT-SCC-29



LK 08-27 LK 05-07 LK 04-12 LK 08-24 LK 05-07 UT-SCC-32



LK 08-27C LK 06-16 LK 06-11 LK 08-27 LK 06-11 UT-SCC-43



LK 08-50 LK 06-26 LK 08-06 LK 08-58 LK 08-27C LK 04-12



LK 09-02 LK 08-55 LK 08-24 LK 09-15 LK 08-55 LK 06-26



LK 09-21 LK 08-63 LK 08-58 LK 09-27 LK 09-17 LK 08-06



LK 09-27 LK 09-15 LK 09-17 LK 09-42 LK 09-23 LK 08-50



LK 09-42 LK 09-23 LK 09-24 LK 11-08 LK 09-24 LK 08-63



LK 11-08 LK 09-39 LK 09-02



LK 09-49 LK 09-21



LK 09-39



LK 09-49










H  M  L  H  M L

UT-SCC-2 UT-SCC-1 UT-SCC-7 UT-SCC-5 UT-SCC-7 UT-SCC-1

UT-SCC-9 UT-SCC-5 UT-SCC-11 UT-SCC-24 UT-SCC-8 UT-SCC-2

UT-SCC-16 UT-SCC-8 UT-SCC-12 UT-SCC-25 UT-SCC-10 UT-SCC-9

UT-SCC-24 UT-SCC-10 UT-SCC-14 UT-SCC-33 UT-SCC-11 UT-SCC-14

UT-SCC-29 UT-SCC-20 UT-SCC-15 UT-SCC-36 UT-SCC-12 UT-SCC-16

UT-SCC-30 UT-SCC-21 UT-SCC-17 UT-SCC-38 UT-SCC-15 UT-SCC-17

UT-SCC-33 UT-SCC-22 UT-SCC-18 UT-SCC-40 UT-SCC-20 UT-SCC-18

UT-SCC-34 UT-SCC-38 UT-SCC-19 UT-SCC-54 UT-SCC-30 UT-SCC-19

UT-SCC-36 UT-SCC-40 UT-SCC-23 UT-SCC-77 UT-SCC-34 UT-SCC-21

UT-SCC-42 UT-SCC-43 UT-SCC-32 UT-SCC-76 UT-SCC-42 UT-SCC-22

UT-SCC-76 UT-SCC-47 UT-SCC45 LK 05-32 UT-SCC-45 UT-SCC-23

LK 05-32 UT-SCC-54 UT-SCC-77 LK 06-16 UT-SCC-47 UT-SCC-29

LK 08-27 LK 05-07 LK 04-12 LK 08-24 LK 05-07 UT-SCC-32

LK 08-27C LK 06-16 LK 06-11 LK 08-27 LK 06-11 UT-SCC-43

LK 08-50 LK 06-26 LK 08-06 LK 08-58 LK 08-27C LK 04-12

LK 09-02 LK 08-55 LK 08-24 LK 09-15 LK 08-55 LK 06-26

LK 09-21 LK 08-63 LK 08-58 LK 09-27 LK 09-17 LK 08-06

LK 09-27 LK 09-15 LK 09-17 LK 09-42 LK 09-23 LK 08-50

LK 09-42 LK 09-23 LK 09-24 LK 11-08 LK 09-24 LK 08-63

LK 11-08 LK 09-39 LK 09-02

LK 09-49 LK 09-21

LK 09-39

LK 09-49


Microsoft_Excel_Worksheet1.xlsx
Sheet1

		SNP no. 		SNPs OF INTEREST		GENOME LOCATION		A1/A2		REF/ALT		AFF HvL		UNAFF HvML;LvMH		ANNOTATION		SYMBOL



		SNP_1		for  CIS resistance		10:69660734		T/G		G/T		2/36		17/17		Distal intergenic		LINC02651

		SNP_2		for  CIS resistance		15:89642040		A/G		G/A		22/22		4/30		Intron		KIF7

		SNP_3		for  CIS resistance		16:5134910		T/C		C/T		6/30		24/12		Intron		-

		SNP_4		for  CIS resistance		18:49878828		T/C		C/T		4/32		23/7		Promotor 		MYO5B

		SNP_5		for  CIS resistance		2:20428114		A/G		G/A		5/35		21/19		Distal intergenic		RHOB

		SNP_6		for  CIS resistance		2:60028841		T/G		G/T		0/40		14/20		Intron		-

		SNP_7		for  CIS resistance		20:60300090		G/T		T/G		22/20		4/34		Intron		MIR646

		SNP_8		for  CIS resistance		3:14897973		G/T		T/G		0/34		18/16		Promotor 		FGD5

		SNP_9		for  CIS resistance		5:31547454		A/G		G/A		4/34		19/13		Promotor 		C5orf22

		SNP_10		for  CIS resistance		7:158331064		T/C		C/T		9/35		20/16		Intron		PTPRN2

		SNP_11		for  CIS resistance		8:114163381		C/T		T/C		6/34		22/14		Distal intergenic		CSMD3

		SNP_12		for CIS sensitivity		1:2697829		A/C		C/A		2/42		27/31		Intron		MMEL1

		SNP_13		for CIS sensitivity		1:2697886		A/C		C/A		2/42		27/31		Intron		MMEL1

		SNP_14		for CIS sensitivity		12:133026125		G/A		A/G		15/19		3/49		3'UTR		ZNF84

		SNP_15		for CIS sensitivity		15:17014440		C/T		T/C		4/34		36/26		Distal intergenic		FAM30B

		SNP_16		for CIS sensitivity		15:17014443		A/G		G/A		4/34		36/26		Distal intergenic		FAM30B

		SNP_17		for CIS sensitivity		15:17014450		C/T		T/C		4/34		36/26		Distal intergenic		FAM30B

		SNP_18		for RAD resistance		18:61394746		T/G		G/T		1/43		14/14		Intron		Cadherin20

		SNP_19		for RAD resistance		22:20639180		A/G		G/A		29-Nov		24/&		Exon		-

		SNP_20		for RAD resistance		9:118276363		G/T		T/G		8/38		26/10		Intron		-

		SNP_21		for RAD resistance		3:134853646		G/A		A/G		5/33		19/9		Promotor 		EPHB1

		SNP_22		for RAD resistance		4:10093047		A/G		G/A		9/33		22/8		Promotor 		WDR1

		SNP_23		for RAD resistance		16:78647614		T/C		C/T		12/34		26/6		Intron		-

		SNP_24		for RAD resistance		20:48152424		C/T		T/C		0/46		10/24		Distal intergenic		-

		SNP_25		for RAD resistance		2:100321245		A/G		G/A		31/15		3/25		Promotor 		LONRF2

		SNP_26		for RAD sensitivity		15:22429809		A/G		G/A		29/15		15/35		Intron		GolginA8

		SNP_27		for RAD sensitivity		15:22429838		G/A		A/G		29/15		15/35		Intron		GolginA8

		SNP_28		for RAD sensitivity		9:2496009		T/C		C/T		0/46		16/36		Intron		-

		SNP_29		for RAD sensitivity		4:186158607		C/T		C/T		25/15		9/49		Intron		FAM149A

		SNP_30		for RAD sensitivity		1166341189		C/T		C/T		26/14		10/48		Promotor 		BRMS1





		DMR no.		DMRs OF INTEREST		GENOME LOCATION		WIDTH		CpG COUNTS		log FC HvL		logFC HcML + LvMH				GENE NAME 

																ANNOTATION

		DMR_1		for CIS resistant		6:37643212-37643358		146		0		1.937		1.2675		3' UTR		MDGA1

		DMR_2		for CIS resistant		6:37643452-37643594		142		4		2.0134		1.3437		Promoter 		MDGA1

		DMR_3		for CIS sensitivity		2:2244504-2244790		286		3		-26.898		-3.1603		Intron		MYT1L

		DMR_4		for RAD resistant		14:99027073-99027371		298		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_5		for RAD resistant		14:99027495-99027664		169		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_6		for RAD resistant		11:110821331-110821473		142		1		3.5158		3.2354		Distal intergenic		ARHGAP20





NEW !

		SNP no. 		SNPs OF INTEREST		GENOME LOCATION		A1/A2		Ref genome		AFF HvL		UNAFF HvML;LvMH		ANNOTATION		SYMBOL



		SNP_1		  for CIS 		8:123952014		G/A		G		4/32		25/9		Intron		FER1L6-AS1						20428114

		SNP_2		for  CIS		15:89642040		A/G		G		18/26		10/22		Intron		KIF7						14897973

		SNP_3		for  CIS 		18:49878828		T/C		C		16/24		11/15		Promotor 		MYO5B						31547454

		SNP_4		for  CIS 		2:20428114		A/G		G		13/31		15/19		Distal intergenic		RHOB						158331064

		SNP_5		for  CIS 		20:60300090		G/T		C		17/25		17/19		Intron		MIR646						114163381

		SNP_6		for  CIS 		3:14897973		G/T		G		8/28		8/20		Promotor 		FGD5						89642040

		SNP_7		for  CIS 		5:31547454		A/G		G		6/32		11/19		Promotor 		C5orf22						49878828

		SNP_8		for  CIS 		7:158331064		T/C		C		12/28		14/18		Intron		PTPRN2						60300090

		SNP_9		for  CIS 		8:114163381		C/T		T		10/34		12/20		Distal intergenic		CSMD3						123952014		8		123952014		Gene name and info?

		SNP_10		for CIS 		15:17014440		C/T		T		4/32		36/26		Distal intergenic		FAM30B						17014440

		SNP_11		for CIS 		15:17014443		A/G		G		4/32		36/26		Distal intergenic		FAM30B						17014443

		SNP_12		for CIS 		15:17014450		C/T		T		4/32		36/26		Distal intergenic		FAM30B						17014450

		SNP_13		for RAD 		18:61394746		T/G		T		1/33		16/40		Intron		Cadherin20

		SNP_14		for RAD 		9:118276363		G/T		T		10/30		31/37		Intron		-						100321245

		SNP_15		for RAD 		4:10093047		A/G		G		26/40		15/17		Promotor 		WDR1						10093047

		SNP_16		for RAD 		20:48152424		C/T		T		0/44		12/54		Distal intergenic		-						118276363

		SNP_17		for RAD 		2:100321245		A/G		G		45/27		3/25		Promotor 		LONRF2						61394746

		SNP_18		for RAD 		15:22429809		A/G		A		20/16		12/20		Intron		GolginA8						48152424

		SNP_19		for RAD 		15:22429838		G/A		A		20/16		12/20		Intron		GolginA8

		SNP_20		for RAD 		4:186158607		C/T		C		16/20		13/23		Intron		FAM149A						186158607

		SNP_21		for RAD 		11:66341189		C/T		C		24/14		2/24		Promotor 		BRMS1						66341189

																								22429809

																								22429838





		DMR no.		DMRs OF INTEREST		GENOME LOCATION		WIDTH		CpG COUNTS		log FC HvL		logFC HcML + LvMH				GENE NAME 

																ANNOTATION

		DMR_1		for CIS 		6:37643452-37643594		142		4		2.0134		1.3437		Promoter 		MDGA1

		DMR_2		for CIS 		2:2244504-2244790		286		3		-26.898		-3.1603		Intron		MYT1L

		DMR_3		for RAD 		14:99027073-99027371		298		1		25.3855		25.3855		Distal intergenic		BCL11B

		DMR_4		for RAD 		14:99027495-99027664		169		1		25.3855		25.3855		Distal intergenic		BCL11B
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		Gene

		FER1L6-AS1		Zhu et al., 2021;Zehng et al.,2021 

		KIF7		Sari et al., 2018; Wong et al., 2017

		RHOB		Zaoui et al., 2023

		BCL11B		García-Aznar et al., 2024

		PTPRN2		Chen et al.,2016

		CSMD3		Lu et al., 2021 ; 

		MIR646		Li et al., 2014; Berindan-Neagoe et al., 2014; Peng et al., 2016

		MYO5B, FGD5, C5orf22, FAM30B, Cadherin20, WDR1, LONRF2, GolginA8, FAM149A, BRMS1, MDGA1, MYT1L

		Gene		References		Evidence Level

		FER1L6-AS1		Zhu et al., 2021; Zehng et al., 2021		Validated via lncRNA/other models

		KIF7		Sari et al., 2018; Wong et al., 2017		Moderate evidence

		RHOB		Zaoui et al., 2023		Moderate evidence

		BCL11B		García-Aznar et al., 2024		Strong evidence

		PTPRN2		Chen et al., 2016		Included in panels

		CSMD3		Lu et al., 2021		Included in panels

		MIR646		Li et al., 2014; Berindan-Neagoe et al., 2014; Peng et al., 2016		Moderate evidence





https://pubmed.ncbi.nlm.nih.gov/?term=Zaoui+K&cauthor_id=36996579
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		Cell lines 		ICS		IR				Cell lines 		ICS		IR

		UT-SCC-1		0.58		1.7				LK 04-12		0.76		0.63

		UT-SCC-2		1.00		1.8				LK 05-07		0.95		0.70

		UT-SCC-5		0.50		2.3				LK 05-32		1.05		0.83

		UT-SCC-7		0.32		2.0				LK 06-11		0.82		0.69

		UT-SCC-8		0.52		1.9				LK 06-16		0.91		0.79

		UT-SCC-9		0.88		1.4				LK 06-26		0.90		0.48

		UT-SCC-10		0.64 		1.9				LK 08-06		0.75		0.59

		UT-SCC-11		0.28		2.0				LK 08-24		0.69		0.75

		UT-SCC-12		0.00		2.1				LK 08-27		1.02		0.89

		UT-SCC-14		0.43		1.7				LK 08-27C		0.97		0.70

		UT-SCC-15		0.43		2.1				LK 08-50		0.96		0.64

		UT-SCC-16		0.66		1.8				LK 08-55		0.85		0.69

		UT-SCC-17		0.09		1.8				LK 08-58		0.80		0.73

		UT-SCC-18		0.34		1.8				LK 08-63		0.84		0.46

		UT-SCC-19		0.35		1.7				LK 09-02		1.08		0.57

		UT-SCC-20		0.47		2.1				LK 09-15		0.94		0.72

		UT-SCC-21		0.63		1.8				LK 09-17		0.78		0.69

		UT-SCC-22		0.49		1.8				LK 09-21		1.03		0.65

		UT-SCC-23		0.06		1.6				LK 09-23		0.88		0.69

		UT-SCC-24		1.00		2.6				LK 09-24		0.66		0.70

		UT-SCC-25		NA		2.2				LK 09-27		1.04		0.87

		UT-SCC-29		0.79		1.8				LK 09-39		0.53		0.62

		UT-SCC-30		0.69		2.0				LK 09-42		1.05		0.80

		UT-SCC-32		0.43		1.7				LK 09-49		0.73		0.59

		UT-SCC-33		0.70		2.3				LK 11-08		1.05		0.84

		UT-SCC-34		0.74		2.1

		UT-SCC-36		0.69		2.2

		UT-SCC-38		0.53		2.3

		UT-SCC-40		0.55		2.3

		UT-SCC-42		0.77		2.1

		UT-SCC-43		0.48		1.8

		UT-SCC-45		0.14		2.0

		UT-SCC-47		0.65		2.0

		UT-SCC-54		0.45		2.3

		UT-SCC-76		0.84		2.5

		UT-SCC-77		0.34		2.5
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		H 		M 		L 				H 		M		L

		UT-SCC-2		UT-SCC-1		UT-SCC-7				UT-SCC-5		UT-SCC-7		UT-SCC-1

		UT-SCC-9		UT-SCC-5		UT-SCC-11				UT-SCC-24		UT-SCC-8		UT-SCC-2

		UT-SCC-16		UT-SCC-8		UT-SCC-12				UT-SCC-25		UT-SCC-10		UT-SCC-9

		UT-SCC-24		UT-SCC-10		UT-SCC-14				UT-SCC-33		UT-SCC-11		UT-SCC-14

		UT-SCC-29		UT-SCC-20		UT-SCC-15				UT-SCC-36		UT-SCC-12		UT-SCC-16

		UT-SCC-30		UT-SCC-21		UT-SCC-17				UT-SCC-38		UT-SCC-15		UT-SCC-17

		UT-SCC-33		UT-SCC-22		UT-SCC-18				UT-SCC-40		UT-SCC-20		UT-SCC-18

		UT-SCC-34		UT-SCC-38		UT-SCC-19				UT-SCC-54		UT-SCC-30		UT-SCC-19

		UT-SCC-36		UT-SCC-40		UT-SCC-23				UT-SCC-77		UT-SCC-34		UT-SCC-21

		UT-SCC-42		UT-SCC-43		UT-SCC-32				UT-SCC-76		UT-SCC-42		UT-SCC-22

		UT-SCC-76		UT-SCC-47		UT-SCC45				LK 05-32		UT-SCC-45		UT-SCC-23

		LK 05-32		UT-SCC-54		UT-SCC-77				LK 06-16		UT-SCC-47		UT-SCC-29

		LK 08-27		LK 05-07		LK 04-12				LK 08-24		LK 05-07		UT-SCC-32

		LK 08-27C		LK 06-16		LK 06-11				LK 08-27		LK 06-11		UT-SCC-43

		LK 08-50		LK 06-26		LK 08-06				LK 08-58		LK 08-27C		LK 04-12

		LK 09-02		LK 08-55		LK 08-24				LK 09-15		LK 08-55		LK 06-26

		LK 09-21		LK 08-63		LK 08-58				LK 09-27		LK 09-17		LK 08-06

		LK 09-27		LK 09-15		LK 09-17				LK 09-42		LK 09-23		LK 08-50

		LK 09-42		LK 09-23		LK 09-24				LK 11-08		LK 09-24		LK 08-63

		LK 11-08				LK 09-39								LK 09-02

						LK 09-49								LK 09-21

														LK 09-39

														LK 09-49
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		V1		V2		Cisplatin		Radiotherapy		Method		SampleID		Metastasis		Replicates		Cisplatin_Class		Radiotherapy_Class		Cisplatin_Class_Final		Radiotherapy_Class_Final		Cis_Extremes		Radio_Extremes		Cis_Low		Radio_Low		Cis_High		Radio_High

		TRSCN		1		0.579999999999999		1.7		AUC		HumanJulia_1A		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCR		2		1		1.8		AUC		HumanJulia_2		0		0		H		L		H		L		1		2		1		2		1		2

		TRRCN		3		0.5		2.29999999999999		AUC		HumanJulia_5		0		0		M		H		M		H		NA		1		1		1		2		1

		MRNCN		4		-9		-9		AUC		HumanJulia_6B		1		0		NA		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCS		5		0.32		2		AUC		HumanJulia_7		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		6		0.52		1.9		AUC		HumanJulia_8		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRSCR		7		0.88		1.4		AUC		HumanJulia_9		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		8		0.64		1.9		AUC		HumanJulia_10		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCS		9		0.28		2		AUC		HumanJulia_11		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCS		10		0		2.1		AUC		HumanJulia_12A		0		0		L		M		L		M		2		NA		2		1		2		2

		TRSCN		11		0.43		1.7		AUC		HumanJulia_14		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCN		12		0.43		2.1		AUC		HumanJulia_15		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		13		0.66		1.8		AUC		HumanJulia_16A		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCS		14		0.09		1.8		AUC		HumanJulia_17		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCR		15		0.34		1.8		AUC		HumanJulia_18		0		0		L		L		L		L		2		2		2		2		2		2

		TRSCS		16		0.35		1.7		AUC		HumanJulia_19A		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCN		17		0.47		2.1		AUC		HumanJulia_20A		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCN		18		0.63		1.8		AUC		HumanJulia_21		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCN		19		0.49		1.8		AUC		HumanJulia_22		0		0		M		L		M		L		NA		2		1		2		2		2

		TRNCS		20		0.06		1.6		AUC		HumanJulia_23		0		1		L		L		L		L		2		2		2		2		2		2

		TRNCS		21		-9		-9		AUC		HumanJulia_23_1		0		1		L		L		L		L		2		2		2		2		2		2

		TRRCS		22		1		2.6		AUC		HumanJulia_24A		0		0		H		H		H		H		1		1		1		1		1		1

		MRRCN		23		-9		-9		AUC		HumanJulia_24B		1		0		M_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCN		24		-9		2.2		AUC		HumanJulia_25		0		0		NA		H		NA		H		NA		1		NA		1		NA		1

		TRNCR		25		0.79		1.8		AUC		HumanJulia_29		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		26		0.69		2		AUC		HumanJulia_30		0		0		H		M		H		M		1		NA		1		1		1		2

		TRSCN		27		0.43		1.7		AUC		HumanJulia_32		0		0		L		L		L		L		2		2		2		2		2		2

		TRRCR		28		0.7		2.29999999999999		AUC		HumanJulia_33		0		0		H		H		H		H		1		1		1		1		1		1

		MRNCN		29		-9		-9		AUC		HumanJulia_34_2		1		2		H_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCN		30		0.74		2.1		AUC		HumanJulia_34_1		0		2		H		M		H		M		1		NA		1		1		1		2

		TRNCN		31		0.69		2.2		AUC		HumanJulia_36		0		0		H		H		H		H		1		1		1		1		1		1

		TRRCN		32		0.53		2.29999999999999		AUC		HumanJulia_38		0		0		M		H		M		H		NA		1		1		1		2		1

		TRRCN		33		0.55		2.29999999999999		AUC		HumanJulia_40		0		0		M		H		M		H		NA		1		1		1		2		1

		TRNCR		34		0.77		2.1		AUC		HumanJulia_42a		0		0		H		M		H		M		1		NA		1		1		1		2

		TRNCN		35		0.48		1.8		AUC		HumanJulia_43a		0		0		M		L		M		L		NA		2		1		2		2		2

		MRNCS		36		-9		-9		AUC		HumanJulia_43b		1		0		L_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRNCS		37		0.14		2		AUC		HumanJulia_45		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		38		0.65		2		AUC		HumanJulia_47		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRRCN		39		0.45		2.29999999999999		AUC		HumanJulia_54		0		0		M		H		M		H		NA		1		1		1		2		1

		MRNCN		40		-9		-9		AUC		HumanJulia_60B		1		0		M_M		H_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCS		41		0.34		2.5		AUC		HumanJulia_77		0		0		L		H		L		H		2		1		2		1		2		1

		TRNCN		42		0.76		0.63		RadSF		HumanJulia_04_12		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCR		43		0.95		0.7		RadSF		HumanJulia_05_7		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRRCR		44		1.05		0.83		RadSF		HumanJulia_05_32		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCN		45		0.82		0.69		RadSF		HumanJulia_06_11		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCN		46		0.91		0.79		RadSF		HumanJulia_06_16		0		0		M		H		M		H		NA		1		1		1		2		1

		TRSCN		47		0.75		0.59		RadSF		HumanJulia_08_6		0		0		L		L		L		L		2		2		2		2		2		2

		TRNCS		48		0.69		0.75		RadSF		HumanJulia_08_24		0		0		L		H		L		H		2		1		2		1		2		1

		TRRCR		49		1.02		0.89		RadSF		HumanJulia_08_27		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCR		50		0.97		0.7		RadSF		HumanJulia_08_27C		0		0		H		M		H		M		1		NA		1		1		1		2

		TRNCR		51		0.96		0.64		RadSF		HumanJulia_08_50		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		52		0.85		0.69		RadSF		HumanJulia_08_55		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCN		53		0.8		0.73		RadSF		HumanJulia_08_58		0		0		L		H		L		H		2		1		2		1		2		1

		MRNCN		54		-9		-9		RadSF		HumanJulia_08_58B		1		0		M_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRSCN		55		0.84		0.46		RadSF		HumanJulia_08_63		0		0		M		L		M		L		NA		2		1		2		2		2

		TRSCR		56		1.08		0.569999999999999		RadSF		HumanJulia_09_2		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		57		0.94		0.72		RadSF		HumanJulia_09_15		0		0		M		H		M		H		NA		1		1		1		2		1

		TRNCN		58		0.78		0.69		RadSF		HumanJulia_09_17		0		0		L		M		L		M		2		NA		2		1		2		2

		TRNCR		59		1.03		0.65		RadSF		HumanJulia_09_21		0		0		H		L		H		L		1		2		1		2		1		2

		TRNCN		60		0.88		0.69		RadSF		HumanJulia_09_23		0		0		M		M		M		M		NA		NA		1		1		2		2

		TRNCS		61		0.66		0.7		RadSF		HumanJulia_09_24		0		0		L		M		L		M		2		NA		2		1		2		2

		TRRCR		62		1.04		0.87		RadSF		HumanJulia_09_27		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCS		63		0.53		0.62		RadSF		HumanJulia_09_39		0		0		L		L		L		L		2		2		2		2		2		2

		TRRCN		64		1.05		0.8		RadSF		HumanJulia_09_42		0		0		H		H		H		H		1		1		1		1		1		1

		TRNCN		65		0.73		0.59		RadSF		HumanJulia_09_49		0		0		L		L		L		L		2		2		2		2		2		2

		MRNCN		66		-9		-9		RadSF		HumanJulia_10_4B		1		0		M_M		M_M		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCR		67		1.05		0.84		RadSF		HumanJulia_11_8		0		0		H		H		H		H		1		1		1		1		1		1

		NRNCN		68		-9		-9		-9		HumanJulia_NOK6		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		NRNCN		69		-9		-9		-9		HumanJulia_NOK7		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		NRNCN		70		-9		-9		-9		HumanJulia_NOK8		0		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA

		TRRCR		71		0.84		2.5		AUC		HumanJulia_76A		0		0		H		H		H		H		1		1		1		1		1		1

		TRSCN		72		0.9		0.48		RadSF		HumanJulia_06_26		0		0		M		L		M		L		NA		2		1		2		2		2





controll  

		SampleID		Cell lines 

		HumanJulia_1A		UT-SCC-1A

		HumanJulia_2		UT-SCC-2

		HumanJulia_5		UT-SCC-5

		HumanJulia_7		UT-SCC-7

		HumanJulia_8		UT-SCC-8

		HumanJulia_9		UT-SCC-9

		HumanJulia_10		UT-SCC-10

		HumanJulia_11		UT-SCC-11

		HumanJulia_12A		UT-SCC-12A

		HumanJulia_14		UT-SCC-14

		HumanJulia_15		UT-SCC-15

		HumanJulia_16A		UT-SCC-16A

		HumanJulia_17		UT-SCC-17

		HumanJulia_18		UT-SCC-18

		HumanJulia_19A		UT-SCC-19A

		HumanJulia_20A		UT-SCC-20A

		HumanJulia_21		UT-SCC-21

		HumanJulia_22		UT-SCC-22

		HumanJulia_23		UT-SCC-23

		HumanJulia_24A		UT-SCC-24A

		HumanJulia_25		UT-SCC-25

		HumanJulia_29		UT-SCC-29

		HumanJulia_30		UT-SCC-30

		HumanJulia_32		UT-SCC-32

		HumanJulia_33		UT-SCC-33

		HumanJulia_34_1		UT-SCC-34

		HumanJulia_36		UT-SCC-36

		HumanJulia_38		UT-SCC-38

		HumanJulia_40		UT-SCC-40

		HumanJulia_42a		UT-SCC-42A

		HumanJulia_43a		UT-SCC-43A

		HumanJulia_45		UT-SCC-45

		HumanJulia_47		UT-SCC-47

		HumanJulia_54		UT-SCC-54A

		HumanJulia_77		UT-SCC-76A

		HumanJulia_04_12		UT-SCC-77

		HumanJulia_05_7		LK 04-12

		HumanJulia_05_32		LK 05-07

		HumanJulia_06_11		LK 05-32

		HumanJulia_06_16		LK 06-11

		HumanJulia_08_6		LK 06-16

		HumanJulia_08_24		LK 06-26

		HumanJulia_08_27		LK 08-06

		HumanJulia_08_27C		LK 08-24

		HumanJulia_08_50		LK 08-27

		HumanJulia_08_55		LK 08-27C

		HumanJulia_08_58		LK 08-50

		HumanJulia_08_63		LK 08-55

		HumanJulia_09_2		LK 08-58

		HumanJulia_09_15		LK 08-63

		HumanJulia_09_17		LK 09-02

		HumanJulia_09_21		LK 09-15

		HumanJulia_09_23		LK 09-17

		HumanJulia_09_24		LK 09-21

		HumanJulia_09_27		LK 09-23

		HumanJulia_09_39		LK 09-24

		HumanJulia_09_42		LK 09-27

		HumanJulia_09_49		LK 09-39

		HumanJulia_11_8		LK 09-42

		HumanJulia_76A		LK 09-49

		HumanJulia_06_26		LK 11-08





Sheet3

		Treatment resistance groups		UT-SCC		LK SCC

		Tercile 1: high resistance		n=11; cisplatin ICS ≥ 0.7, n=10; radiotherapy AUC ≥ 2.3		n=9; cisplatin ICS ≤ 0.69, 

						n=11; radiotherapy IR ≤0.59

		Tercile 2: moderate resistance		n=12; cisplatin ICS 0.34–0.6, 		n=7; cisplatin ICS 0.7–0.94, n=7; radiotherapy IR 0.6–0.82

				n=12; radiotherapy AUC 1.8–2.2

		Tercile 3: low resistance   		n=12; cisplatin ICS≤ 0.33 n=14; radiotherapy AUC ≤ 1.7

						n=9; cisplatin ICS ≥ 0.95, n=9; radiotherapy IR ≥ 0.83



		Resistance Group		UT-SCC (Cis)		UT-SCC (RT)		LK (Cis)		LK (RT)

		High       (Tertile 1)		ICS≥ 0.66		AUC≥ 2.2		ICS≥ 0.95		 IR≥ 0.72

		Medium  (Tertile 2)		 0.49 ≤ ICS ≤ 0.65		 1.9 ≤ AUC ≤ 2.1 		 0.83 ≤ ICS ≤ 0.95		 0.66 ≤ IR ≤ 0.71

		Low         (Tertile 3)		 ICS≤ 0.43		AUC≤ 1.8		 ICS≤  0.82		 IR≤  0.65

				Cis = Cisplatin ICS; RT = Radiotherapy (AUC for UT-SCC, IR for LK).






