A Oral

L-ascorbate degradation Il 1

L-ascorbate degradation | -
5-aminoimidazole ribonucleotide biosynthesis A
Anhydromuropeptide recycling -
Methylerythritol phosphate pathway | 1
Fatty acid B-oxidation Il -

Stearate biosynthesis |

Ergothioneine biosynthesis Il -

Sucrose degradation Il -

Fatty acid B-oxidation | -

Peptidoglycan biosynthesis V (B-lactam) -
L-lysine biosynthesis Il
Glucose-1-phosphate metabolism -
Peptidoglycan biosynthesis IV -
cis-vaccenate biosynthesis -
Superpathway of purine degradation -
Purine deoxyribonucleotide degradation -
Dehydrophos biosynthesis -

Purine ribonucleoside degradation -

Superpathway of (R,R)-butanediol biosynthesis -

B Hibernation-enriched
Il Active-enriched
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D-glucarate degradation | -

Lipid A biosynthesis -

Guanosine nucleotides degradation | 1
L-histidine degradation |
4-aminobutyrate degradation V -

Phytol degradation A

Inositol degradation A

Protocatechuate degradation A
Guanosine nucleotides degradation Il 1
Chitin derivatives degradation A
Petroselinate biosynthesis A

Cardiolipin biosynthesis Il
Superpathway of dTDP-glucose biosynthesis -
cis-vaccenate biosynthesis -

Gondoate biosynthesis

Colanic acid biosynthesis -
Chlorophyllide a biosynthesis Ill -

TCA cycle V (Helicobacter) A

C4 photosynthetic carbon assimilation -

4-amino-2-methyl-5-diphosphomethylpyrimidine biosyn.

Methylerythritol phosphate pathway Il 1
CDP-diacylglycerol biosynthesis Il
CDP-diacylglycerol biosynthesis |

Adenine & adenosine salvage Il

Non-oxidative pentose phosphate pathway -
D-glucuronate degradation | -

Glycolysis IV A

Inositol degradation A

Glucose-1-phosphate metabolism -

tRNA charging A

Lipid A biosynthesis -

Ethanolamine utilization A

Polyprenol biosynthesis -

Pentose phosphate pathway -

C4 photosynthetic carbon assimilation -
Histamine biosynthesis A

Superpathway of seleno-amino acid biosynthesis A
Superpathway of heme b biosynthesis -
Guanosine ribonucleotide de novo biosynthesis -

L-histidine degradation | 1

-1.5 1.0
Hibernation vs Active coefficient (x10-3)
B Skin
B Hibernation-enriched
Il Active-enriched
-1.0 —-0.5 0.0 0.5 1.0
Hibernation vs Active coefficient (x10-3)
C Stool
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