Suppl. figure 1

Electroporation Alt-R S.p. Cas9-GFP
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Suppl. figure 2




PD47_CT

PD51_CT

PD51_CTS

ant Counts by Chromosome Size

H
£

Normalized Sructurs Vriant Counts by Chromosaome Sze

P10

17 19

P25 A

P10

P25

17 19
vy

ro47.cT P10 Po47 T P25 Fo62 T P10 #o62 c1 P25
10 10 -
H H £
f o ;
I I ol :
04q g o
0 £
I I ;
02 { I I “os
- o o " . I 0 . | |
> 9 PRSI A R R EEREREEEEEERES RS S a e 0 S S P S S S S e S
avomosome Gramossme v v Chromoseme moname
ros1_cr_pio Pos1 T P25 #D62_CTS P10 #062_CT5 P25
10 1o 10
H - ¢
g H
i O
| .
I I | |
R Y EREEEEEEREEES v ° A S S A A S

hromozome.

PD51_CTS P10

> 9
Chromosame v v
PD51.CTS P25

H
£

Nomalzed Structural variant

Suppl. figure 3



Suppl. figure 4
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Suppl. figure 5



