SUPPORTING INFORMATION

Elliptochloris, not Coccomyxa, is the photobiont of three lichenized Multiclavula
species collected in Japan

Hiroshi Masumoto, Shinji Handa, Chihiro Tanaka & Yousuke Degawa

Appendix S3. ITS2 secondary structures of seven Elliptochloris strains newly obtained
in this study. The barcode region is numbered in white boxes and marked in blue for each

helix.



ITS2 rRNA secondary structure model of
Elliptochloris parasphaerica
NIES-4523 LC597447
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ITS2 rRNA secondary structure model of
Elliptochloris parasphaerica
NIES-4524 LC660438
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ITS2 rRNA secondary structure model of
Elliptochloris subsphaerica
NIES-4526 LC660442
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ITS2 rRNA secondary structure model of
Elliptochloris subsphaerica
NIES-4530 LC660444
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ITS2 rRNA secondary structure model of
Elliptochloris subsphaerica
NIES-4532 LC660445
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ITS2 rRNA secondary structure model of
Elliptochloris subsphaerica
Handa-3580-k LC660443
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ITS2 rRNA secondary structure model of
Elliptochloris subsphaerica
S-200-PL-015A LC660441
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