Table S1. Patients received PD-1 inhibitors and Transplant Characteristics
	Factor
	level
	anti-PD-1 
therapy(N=23)
	Without 
anti-PD-1 
therapy(N=10)
	p

	aGVHD (%)
	Yes
	7 (30.43)
	5 (50)
	0.496

	
	No
	16 (69.56)
	5 (50)
	

	aGVHD level (%)
	I
	0 (0)
	2 (20)
	0.19

	
	II
	2 (8.69)
	1 (10)
	

	
	III
	2 (8.69)
	0 (0)
	

	
	IV
	3 (13.04)
	2 (20)
	

	Acute cutaneous GVHD (%)
	I
	0 (0)
	2 (20)
	0.114

	
	II
	2 (8.69)
	0 (0)
	

	
	III
	1 (4.34)
	0 (0)
	

	Acute hepatic GVHD (%)
	I
	1 (4.34)
	2 (20)
	0.436

	Acute gastrointestinal
GVHD (%)
	I
	1 (4.34)
	0 (0)
	0.523

	
	II
	0 (0)
	1 (10)
	

	
	III
	1 (4.34)
	0 (0)
	

	
	IV
	4 (17.39)
	2 (20)
	

	cGVHD (%)
	Yes
	5 (21.73)
	4 (40)
	0.511

	
	No
	18 (78.26)
	6 (60)
	

	cGVHD sites (%)
	Skin (cutaneous)
	3 (13.04)
	1 (10)
	0.228

	
	Nail
	1 (4.34)
	0 (0)
	

	
	Eyes (ocular)
	1 (4.34)
	1 (10)
	

	
	Lungs (pulmonary)
	0 (0)
	1 (10)
	

	
	Mouth (oral)
	0 (0)
	1 (10)
	

	Bacterial infection (%)
	Yes
	13 (56.52)
	4 (40)
	0.621

	Fungal infection (%)
	Yes
	9 (39.13)
	3 (30)
	0.914

	Viremia (%)
	Yes
	12 (52.17)
	4 (40)
	0.792

	Viral disease (%)
	Yes
	10 (43.47)
	2 (20)
	0.371

	Viral cystitis (%)
	Yes
	12 (52.17)
	2 (20)
	0.182

	Other infections (%)
	Yes
	3 (13.04)
	1 (10)
	1

	EBV (%)
	Yes
	9 (39.13)
	4 (40)
	1

	CMV (%)
	Yes
	12 (52.17)
	2 (20)
	0.221
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Figure S1 (A)Tier I somatic mutations oncoplot. (B)Tier I germline mutations oncoplot.
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