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[bookmark: _Hlk222696937]Figure S1. Phenotypic distribution of drought-related traits at the rice seedling stage
DRC; Drought resistance coefficient, RL; Root length, PH; Plant height, LSRI; Leaf senescence resistance index, LW; Leaf wilting score, CDTM; Comprehensive drought tolerance metric
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Figure S2. Hierarchical clustering of 283 indica rice accessions based on seedling-stage drought tolerance. The circular dendrogram displays clustering results based on the comprehensive drought tolerance index (CDTM). Accessions were classified into six categories according to drought tolerance levels: extremely drought-tolerant (EDT), strongly drought-tolerant (SDT), moderately drought-tolerant (MDT), mildly drought-tolerant (MiDT), weakly drought-tolerant (WDT), and extremely drought-sensitive (EDS).
[bookmark: _Hlk222697068]













[image: ]Figure S3. Effect of drought stress on SOD activity and H₂O₂ content in two rice varieties. (A) SOD activity. (B) H₂O₂ content. Drought stress was simulated using 20% PEG-6000, and samples were collected at 0 d (control), 3 d, and 7 d after treatment. Data are presented as mean ± SE (n = 3). Different letters indicate significant differences between cultivars at the same time point (Student's t-test, p < 0.05).
[bookmark: _Hlk222697008]DT; Jiangnongzao 1B, DS; TAISEN GLUTINOUS YU 1157, SOD; superoxide dismutase, H₂O₂; Hydrogen peroxide
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[bookmark: _Hlk222697089]Figure S4. Principal component analysis of 283 rice accessions
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[bookmark: _Hlk222697111]Figure S5. Quantile-quantile plots for 5 drought-related traits
RL; Root length, PH; Plant height, LSRI; Leaf senescence resistance index, LW; Leaf wilting score, CDTM; Comprehensive drought tolerance metric
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[bookmark: _Hlk222697123]Figure S6. KEGG enrichment analysis of differentially expressed genes in DT and DS. (A) DT. (B) DS. The top 10 significantly enriched pathways are shown. 
KEGG; Kyoto encyclopedia of genes and genomes, DT; Jiangnongzao 1B, DS; TAISEN GLUTINOUS YU 1157
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[bookmark: _Hlk222697452]Figure S7. Expression heatmap of 12 candidate genes in Hanyou73. Gene expression values were transformed using VST and Z-score normalized by row.. Asterisks denote significantly differentially expressed genes (adjusted P < 0.05 and |log₂FC| ≥ 1).
VST; Variance-stabilizing transformation, CK; Control check, TR; drought treatment

image4.png
0.257

0.20

0.157

o
S
(%L1)evod

0.057

0.00 1

-0.05

1 0.15 0.20
PCA1(47%)

0.05

0.00




image5.tiff
Observed -log;(P-value) Observed -log;o(P-value)

Observed -log;o(P-value)

- T T T T T T T
0 1 2 3 4 5 6

Expected -log;o(P-value)
LA

T T T T T T T
0 1 2 3 4 5 6

Expected -log;o(P-value)

PH

T T T T T T T
1 2 3 3 5 6

Expected -log,o(P-value)

CDTM

Observed -log;o(P-value)

Observed -log;o(P-value)

T T T
2 3 4

Expected -log;o(P-value)

Lw

T
5

T T T
2 3 4

Expected -log;o(P-value)

RL

T
5




image6.png
Biosynthesis of secondary metabolites

Metabolic pathways

Valine, leucine and isoleucine degradation

Fatty acid degradation

Alpha-Linolenic acid metabolism

Biosynthesis of various plant secondary metabolites
Pyruvate metabolism

Butanoate metabolism

Phenylpropanoid biosynthesis

Peroxisome

Metabolic pathways

Biosynthesis of secondary metabolites
Carbon metabolism

Glyoxylate and dicarboxylate metabolism
Glutathione metabolism

Plant hormone signal transduction
Photosynthesis - antenna proteins
Photosynthesis

Carbon fixation in photosynthetic organisms

Beta-Alanine metabolism

©]
°
o
o
o
°
o
°
0.2 0.3 04
Gene Ratio
o
o
o
[
o
o
o
o
o
03 04 05 06 07 08

Gene Ratio

Gene number

.0
o 200
@ 400

-log 1o(g-value)
15
l10

IS

Gene number
250

500

750
1000

-log 1o(q-value)
15

10

5




image7.png
I Treatment

050390700700
050290817500
00200816900 o
050290818000 * .Sg‘:g"rh
050290817600 * 2'52""”

b
0s05g0576800" |

-1

osoigotioton” [ 75
050290817900 *
050590580000 *
050290817700
050390700400

Q\ﬁ- 4&/ 4&/ 4&/

oo’
&




image1.tiff
20

L
Y
2% .
3 3
4
=
.o
"
g
s s s °
2 g H]
SUOISS9I0E JO JBGUINN
@
-8
I
o _
8% z
o 2]
4
[=}
°
-2
S
2
-8
s & & & © s P e s 5 s & & & ©
8 8 g 8§ H 8 H ] 8 8 g 8§

SUOISS8IoE. JO JaquINN SUOJSS309E 40 IsquInN SUOJSS8D9E JO JaquInN




image2.png
Drought tolerance level

[] eor
[ sor
] mot
] mioT
I wor
[] eos




image3.tiff
SOD activity (U g™ Fw)

H,0, content (pmol g" FW)

1000

~
@
S

500

250

25

2.0

15

o

Control Drought 3 d Drought 7 d

Ry e

Control Drought 3 d Drought 7 d





