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Supplementary figure 3



Supplementary Figure 3. Model Organism Databases Anchor Species-Specific

Knowledge

(a-f) Heatmaps illustrating data source contributions for each of the six model organisms. Each
panel corresponds to a species: M. musculus, D. melanogaster, S. cerevisiae, C. elegans, D.
rerio, and H. sapiens. In each heatmap, y-axis lists the data sources, and x-axis shows the

relation types. Cell color intensity corresponds to Log,, count of triples.
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