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Supplementary figure 2



Supplementary Figure 2. Data Source Specialization Creates Complementary

Knowledge Networks.

(a) EvoAge-KG heatmap shows specialized databases provide focused contributions. (b) Aging
KG heatmap reveals sparse coverage of relation types. Notably, relation types are defined by
their 'head' (bottom square) and 'tail' (top square) node types. Cell color intensity corresponds to

the Log10 count of triples contributed by that source for that specific relation.
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