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Fig. S1
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Fig. S1: List of bioactive compounds (µg/g) Present in the various parts of Terminalia bellerica and their best docking score with the mTOR kinase domain (4JSV-AC chain).

Fig. S2
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Fig. S2: Cell viability assay of (a) Quinic acid, (b) Gallic acid, (c) Ellagic acid, (d)Chebulagic acid, and (e) Chebulinic acid by using the CAL33 cell line. All data are represented as the mean ± SD of three different experiments. Error bars: ± S.D. ns: not significant, *p < 0.05, **p < 0.01, and ***p < 0.001, ****p < 0.0001.








Fig. S3
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Fig. S3: Screening of autophagy and mTOR-inducing potential of selected compounds of Terminalia bellirica. (A) Western blot analysis of LC3 I to LC3 II conversion, (B) normalized expression of LC3 turnover, (C) LC3 puncta analysis, (D) quantification of number of LC3 puncta/cell, (E) LysoTracker staining of selected bioactive compounds, and (F) mean LysoTracker fluorescence intensity quantification. All data are represented as the mean ± SD of three different experiments. Error bars: ± S.D. ns: not significant, *p < 0.05, **p < 0.01, and ***p < 0.001, ****p < 0.0001.
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Fig. S4: Normalized expression levels of key autophagy-related proteins (A) p62, (b) ATG5, (C) LC3, (D)ULK1, and (E) AMPK.  Error bars: ± S.D. ns: not significant, *p < 0.05, **p < 0.01, and ***p < 0.001, ****p < 0.0001.
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image1.png
S. |Bioactive compound| Molecular Molecular | Melting | Bark | Stem Leaf Fruit | Root Best Docking
e ey |y |2 | wee | Gzp | wee | wee | tror
kinase)
(Kcal/mol)
1 Amentoflavone C30H18010 538.5 300 - 0.1755 | 0.1422 - - =19
2 Apigenin C15H1005 270.24 347.5 6.35 | 8.95 6.92 4.405 4.3 -9.6
3 Arjunetin C36H58010 650.8 - 237.5 | 169.5 97.1 116 42 -8.6
4 Arjungenin C30H4806 504.7 - 399 47.2 31 46.7 61.5 -9.9
5 Arjunolic acid C30H4805 488.7 332 1470 | 431 119.1 - 1040 -8.9
6 Betulinic acid C30H4803 456.7 316 10.05 | 10.25 91.8 9.6 9.25 -6.4
7 Caffeic acid C9H804 180.16 222 - 0.39 0.17 - -8.4
8 Catechin C15H1406 290.27 214 49 1310 613.2 35.9 393 -8.7
9 Chebulagic acid | C41H30027 954.7 300 215.5 | 33,350 | 29,012.10 | 36,650 | 242 -8.3
10 | Chebulinic acid | C41H32027 956.7 - 101.5 | 4950 952 8150 446 -8.8
11 Chrysin C15H1004 254.24 285.5 - 0.51 0.47 - 0.1 -10.4
12 Ellagic acid C14H608 302.19 360 565 | 5550 1982 2290 | 10,950 9.2
13 Epicatechin C15H1406 290.27 240 2355 | 615 514 225 1140 -7.8
14 Eriodicytol C15H1206 288.25 270 29.75 | 125 79.2 24.55 | 104.5 -3.8
15 Ferulic acid C10H1004 194.18 168 101.5 | 24.6 13.9 34.5 278 -6.3
16 Gallic acid C7H605 170.12 258 77.5 245 13,780 2650 605 -8.7
17 Genistein C15H1005 270.24 301.5 | 10.05 | 10.25 11.12 9.6 9.25 9.3
18 Isoorientin C21H20011 448.4 245 16.05 | 41.9 34.8 23.3 | 16.85 -1.7
19 Kempferol C15H1006 286.24 277 19.65 | 48.95 41.21 29.4 - -4.9
20 | Kempferol-3-O- | C27H30015 594.52 200 1245 | 20.8 18.01 14.55 | 12.45 -
rutinoside
21 Lutoeolin C15H1006 286.24 329.5 - 5.1 4.9 - - -
22 Mangiferin C19H18011 422.3 270 16.8 - - 13.9 16.8 -1.7
23 Naringenin C15H1205 272.25 247 0.78 - - 0.14 - -9.0
24 Oleanolic acid C30H4803 456.7 310 3.945 | 370 298 - 238 -4.8
25 Orientin C21H20011 448.4 260 0.625 | 30.8 - - - -4.2
26 |Protocatechuic acid| C7H604 154.12 221 341 | 443 39.3 104.5 | 36.15 -9.0
27 Quercetin C15H1007 302.23 316.5 - - - - 18.45 -6.5
28 |Quercetin-3,4° di-O-| C27H30016 610.5 236 23.85 | 222 - 19.75 - -
glucoside
29 Quinic acid C7H1206 192.17 165 467.5 | 446 798 6450 535 9.3
30 Rutin C27H30016 610.5 195 - 92.5 101 - - -8.1
31 Scutellarein C15H1006 286.23 330 36.45 | 36.45 32.18 52. 33.75 -6.9
32 Sinapic acid C11H1205 224.21 203 - 9.5 - 12.15 | 3.475 -8.6
33 Ursolic acid C30H4803 456.7 292 - 408.5 199.1 - 187 -6.0
34 Vanillic acid C8H804 168.14 208 14.9 | 47.45 34 127 156 -8.5
35 Vitexin C21H20010 432.37 256 2.46 | 4.44 198 - 4.44 -5.5
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