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Figure S1 Validation of key experiments and bioinformatic prediction of LINC01116-CPS1 interaction
(A) LINC01116 siRNA knockdown efficiency in 143B and U2OS cells.(B) catRAPID prediction of LINC01116-CPS1 interaction.(C) H&E staining of osteosarcoma and adjacent non-tumor tissues.(D) CPS1 IHC staining of osteosarcoma and adjacent non-tumor tissues.(E) CPS1 siRNA knockdown efficiency in 143B and U2OS cells.
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Protein_RNA Interaction (ENCODE eCLIP)
Gene UniProt Accession Transcript Symbol Ensembl Transcript ID  Transcript Status Prediction Score Prediction z-Score
CPS1 P31327 LINCO1116-201 ENST00000295549 TSL 2
CPS1 P31327 LINCO1116-202 ENST00000339037 TSL 3





