> The sequence of the cloned cDNA-derived IbGGPPS2 CDS (stop codon removed)
TACTTACCTAGCATCTGAATTTCATAACCAATCTCGATACACCAAATCGACTCTAGAAAGCTTCTGCAGGGGCCCGGGGTCGACATGAGTCTTGCAAATCCTAGCACAACTTGGGCAAAGACCCATTCTTTTTGCGGCAGATTCAGATCCGGGTCTCTCATAAAAAGCAATGAATTCCGCATAAATCTCTCGTTCCCGAGCTCAATCAGGAAAAAACCGCTGTTTCATTCTTGCTCCGCGATTCTCACCAAGGAGCAGACCGATGTTCCCCAGGGAGAAAGCGAGAACAAGCTTGATTTCAAGGCGTATGTGTTGGGGAAGGCGGAATCGGTGAACAAGGCGTTAGAAGCGGCGGTGTTGCTGAAGGAGCCGTTGAGGGTTCACGAATCGATGAGGTATTCTCTCCTCGCCGGCGGGAAGAGGATCCGGCCAATGCTATGTATCGCCGCCTGCGAGCTCGTCGGCGGGGATGAGGCCACCGCCATGCCGGCGGCCTGCGCGGTGGAGATGATTCACACCATGTCTCTGATGCACGACGACCTCCCGTGTATGGACAACGACGATTTGCGGCGAGGGAAGCCGACGAACCACAAGGTTTTCGGGGAAAACGTGGCGGTTCTCGCCGGGGACGCCTTGCTTTCATTCGCCTTTGAGCATATAGCCACCGCCACAAAAGGGGTTTCCTCGGAGAAGATAGTGAGGGTAATTGGGGAATTGGCTAAGTGCATTGGGGCTGAGGGGCTCGTGGCTGGGCAGGTAGTGGATATATGCTCAGAGGGGATCTCCGATGTGGGATTAGAACATTTAGAGTTCATTCATCTCCACAAAACCGCAGCTTTGCTGGAGGCTTCTGTGGTTCTGGGAGCGGTTCTGGGTGGGGGAACTGAGGAAGAGGTTGCTAAATTAAGGAAATTCGCCCGAAACATCGGGCTGTTGTTTCAGGTTGTTGATGACATTCTTGATGTCACCAAATCCTCCCATGAATTGGGGAAGACAGCTGGGAAGGATTTGGTTGCTGACAAGGTGACTTATCCTAAGCTGCTTGGGCTTCAGAAGTCCAGAGAGTTTGCTGAGCAGCTGAACAAAGAGTCTCAGGCTCAGCTCTCTGGCTTTGATCAAGGCAAGGCTGCCCCGTTGATCGCCTTGGCCAATTACATTGCTTACCGGGAGAACCGTCGACATTTAAATACTAGTGGATCCGGTACCATGGTGAGCAAGGGCGAGGAGCGTCACCGGGGTT
Blue: vector-derived sequence (from the 35S-driven overexpression vector pCAMBIA1300-GFP)

> The CDS of IbGGPPS2 from the Sweetpotato Genomics Resource (https://sweetpotato.uga.edu/) database
ATGAGTCTTGCAAATCCTAGCACAACTTGGGCAAAGACCCATTCTTTTTGCGGCAGATTCAGATCCGGGTCTCTCATAAAAAGCAATGAATTCCGCATAAATCTCTCGTTCCCGAGCTCAATCAGGAAAAAACCGCTGTTTCATTCTTGCTCCGCGATTCTCACCAAGGAGCAGACCGATGTTCCCCAGGGAGAAAGCGAGAACAAGCTTGATTTCAAGGCGTATGTGTTGGGGAAGGCGGAATCGGTGAACAAGGCGTTAGAAGCGGCGGTGTTGCTGAAGGAGCCGTTGAGGGTTCACGAATCGATGAGGTATTCTCTCCTCGCCGGCGGGAAGAGGATCCGGCCAATGCTATGTATCGCCGCCTGCGAGCTCGTCGGCGGGGATGAGGCCACCGCCATGCCGGCGGCCTGCGCGGTGGAGATGATTCACACCATGTCTCTGATGCACGACGACCTCCCGTGTATGGACAACGACGATTTGCGGCGAGGGAAGCCGACGAACCACAAGGTTTTCGGGGAAAACGTGGCGGTTCTCGCCGGGGACGCCTTGCTTTCATTCGCCTTTGAGCATATAGCCACCGCCACAAAAGGGGTTTCCTCGGAGAAGATAGTGAGGGTAATTGGGGAATTGGCTAAGTGCATTGGGGCTGAGGGGCTCGTGGCTGGGCAGGTAGTGGATATATGCTCAGAGGGGATCTCCGATGTGGGATTAGAACATTTAGAGTTCATTCATCTCCACAAAACCGCAGCTTTGCTGGAGGCTTCTGTGGTTCTGGGAGCGGTTCTGGGTGGGGGAACTGAGGAAGAGGTTGCTAAATTAAGGAAATTCGCCCGAAACATCGGGCTGTTGTTTCAGGTTGTTGATGACATTCTTGATGTCACCAAATCCTCCCATGAATTGGGGAAGACAGCTGGGAAGGATTTGGTTGCTGACAAGGTGACTTATCCTAAGCTGCTTGGGCTTCAGAAGTCCAGAGAGTTTGCTGAGCAGCTGAACAAAGAGTCTCAGGCTCAGCTCTCTGGCTTTGATCAAGGCAAGGCTGCCCCGTTGATCGCCTTGGCCAATTACATTGCTTACCGGGAGAACTGA
> The DNA of IbGGPPS2 from the Sweetpotato Genomics Resource database
ATGAGTCTTGCAAATCCTAGCACAACTTGGGCAAAGACCCATTCTTTTTGCGGCAGATTCAGATCCGGGTCTCTCATAAAAAGCAATGAATTCCGCATAAATCTCTCGTTCCCGAGCTCAATCAGGAAAAAACCGCTGTTTCATTCTTGCTCCGCGATTCTCACCAAGGAGCAGACCGATGTTCCCCAGGGAGAAAGCGAGAACAAGCTTGATTTCAAGGCGTATGTGTTGGGGAAGGCGGAATCGGTGAACAAGGCGTTAGAAGCGGCGGTGTTGCTGAAGGAGCCGTTGAGGGTTCACGAATCGATGAGGTATTCTCTCCTCGCCGGCGGGAAGAGGATCCGGCCAATGCTATGTATCGCCGCCTGCGAGCTCGTCGGCGGGGATGAGGCCACCGCCATGCCGGCGGCCTGCGCGGTGGAGATGATTCACACCATGTCTCTGATGCACGACGACCTCCCGTGTATGGACAACGACGATTTGCGGCGAGGGAAGCCGACGAACCACAAGGTTTTCGGGGAAAACGTGGCGGTTCTCGCCGGGGACGCCTTGCTTTCATTCGCCTTTGAGCATATAGCCACCGCCACAAAAGGGGTTTCCTCGGAGAAGATAGTGAGGGTAATTGGGGAATTGGCTAAGTGCATTGGGGCTGAGGGGCTCGTGGCTGGGCAGGTAGTGGATATATGCTCAGAGGGGATCTCCGATGTGGGATTAGAACATTTAGAGTTCATTCATCTCCACAAAACCGCAGCTTTGCTGGAGGCTTCTGTGGTTCTGGGAGCGGTTCTGGGTGGGGGAACTGAGGAAGAGGTTGCTAAATTAAGGAAATTCGCCCGAAACATCGGGCTGTTGTTTCAGGTTGTTGATGACATTCTTGATGTCACCAAATCCTCCCATGAATTGGGGAAGACAGCTGGGAAGGATTTGGTTGCTGACAAGGTGACTTATCCTAAGCTGCTTGGGCTTCAGAAGTCCAGAGAGTTTGCTGAGCAGCTGAACAAAGAGTCTCAGGCTCAGCTCTCTGGCTTTGATCAAGGCAAGGCTGCCCCGTTGATCGCCTTGGCCAATTACATTGCTTACCGGGAGAACTGA
> The mRNA of IbGGPPS2 from the Sweetpotato Genomics Resource database
GAAATTAATCATTGTATTATTTCCAGAAAGAAAACAAAACAAATAAATAAATAAATAAATAAATAAAACCCAAAAACTCAAAAAGTGGAGGAACCAATGAAGCTCATGACCATATCTCAAATGTATATATATCCTCCAACATGGGATATTCCACCAATCCTACCATTGATTCACTCCAGTGAACATTCAAATTTCCTGCCATTAATCCTAAATAAACTTTTGCCTTTTTTTTTTTTTGAGTGATAAAAGAAATGTTAGGTCTCCACTCTTCCAATTCCAAGTGACGTCTGTTGAATGCTCTGAGAGTTCTCAAAAGAAATCTCCGAACTGCATTTTCGTTCACAGAGGGGAAAGAATCAAAGAATGAGTCTTGCAAATCCTAGCACAACTTGGGCAAAGACCCATTCTTTTTGCGGCAGATTCAGATCCGGGTCTCTCATAAAAAGCAATGAATTCCGCATAAATCTCTCGTTCCCGAGCTCAATCAGGAAAAAACCGCTGTTTCATTCTTGCTCCGCGATTCTCACCAAGGAGCAGACCGATGTTCCCCAGGGAGAAAGCGAGAACAAGCTTGATTTCAAGGCGTATGTGTTGGGGAAGGCGGAATCGGTGAACAAGGCGTTAGAAGCGGCGGTGTTGCTGAAGGAGCCGTTGAGGGTTCACGAATCGATGAGGTATTCTCTCCTCGCCGGCGGGAAGAGGATCCGGCCAATGCTATGTATCGCCGCCTGCGAGCTCGTCGGCGGGGATGAGGCCACCGCCATGCCGGCGGCCTGCGCGGTGGAGATGATTCACACCATGTCTCTGATGCACGACGACCTCCCGTGTATGGACAACGACGATTTGCGGCGAGGGAAGCCGACGAACCACAAGGTTTTCGGGGAAAACGTGGCGGTTCTCGCCGGGGACGCCTTGCTTTCATTCGCCTTTGAGCATATAGCCACCGCCACAAAAGGGGTTTCCTCGGAGAAGATAGTGAGGGTAATTGGGGAATTGGCTAAGTGCATTGGGGCTGAGGGGCTCGTGGCTGGGCAGGTAGTGGATATATGCTCAGAGGGGATCTCCGATGTGGGATTAGAACATTTAGAGTTCATTCATCTCCACAAAACCGCAGCTTTGCTGGAGGCTTCTGTGGTTCTGGGAGCGGTTCTGGGTGGGGGAACTGAGGAAGAGGTTGCTAAATTAAGGAAATTCGCCCGAAACATCGGGCTGTTGTTTCAGGTTGTTGATGACATTCTTGATGTCACCAAATCCTCCCATGAATTGGGGAAGACAGCTGGGAAGGATTTGGTTGCTGACAAGGTGACTTATCCTAAGCTGCTTGGGCTTCAGAAGTCCAGAGAGTTTGCTGAGCAGCTGAACAAAGAGTCTCAGGCTCAGCTCTCTGGCTTTGATCAAGGCAAGGCTGCCCCGTTGATCGCCTTGGCCAATTACATTGCTTACCGGGAGAACTGATTCCTAGTGAGTGACTCGATTCTGCCATTTGATATATGATGATGCCTGTGGATGGCTCTCTCTTGTGCATTACAAAATCGATAGAGTTAGTCTTAAGATTTGACTATGTAATGAAATGATTGCTGAAAAACTGCCATTGTTCAATGATTATCCTTCGGTTTTCAAGAATCGCTATTTCCTTATTTCGTTTTGATGCTCAATTATTCTCCGGCCAAGTGTTTTCTGCTCGCCTAGTAGACGATAAATCATTCAAGAACTTTAAACTATTTGTGTAGTTCCAGAGTCAGTGTTAGTGGAATCATAACTTTCATCGTGTAGGTACCTTGTGTGCACACGTTTATTCCATTTCTTTTTACAGGTTCAAGTAATGCTGGTAGGGTCATATGTCACCTTCTATTGTTGTTTGAATTGCTTGTACAATATAATATATTTGCTTCATTGCGTGTTGTGTTGGCAGGTCATATTATTGGGTGTCTAAGATAAATTATTATGTATACTATGATGTGTTGATCCAATTTTAAACACTTTTAGCGTGTGGAAATTTGTTGGTTTATATTACTTCAGATAAGTGGGAAGATGCAGCTTGGAAGTAAGGTAATATCTTACACTCTTACACTTACAAGGCAGCAAGAGCCAATTGTTAGTATCTGTGGTTTTACGAGTCAACGTTTTATTATTAAAACGATTCTTGTGTGTAGAGTGTTGGAACTTGCAGGCATGTTTTACGGTACTTACTGCATGAACTAGTAATGCGTGTTTCTTGTGAAATTTCGTACTGCTGAGACTTGGAAACAGAAATTATATGTCACCGAACAATATGTAGGTACTTTTAGCAGGTTAACCTTCGTAGCTCTGGAGATACGTCCTCTTGAAATCCCAATTCAGCCCGGGAAGTGTAGTTCCGGGATAGGATTCCTCCAAATAGAAACAGGCATGGTATGGAGATGATGCCCGTAGATGAAATTGAATAGCGGGTGAACCATAGGTAGTTTTAAGTACGGGTCGTTTGGAAGGTTCCATAAGTTGAAACGCCCCTCACAGACGGGTGCATAGAGTAGAAGCTAGCTGAACTTGAGCAACAAAAACGAAGTTCTAGAAAAAGAGAAACACTCCGAGATATCAGTGGTTTTGCAGTGTTATTAGGTATGGTTAAGATGAAATACTGGTTGAAGGTTCTTCTGCTTTTACTAGGTTTCAGATTCTCAGACATAAAAACAATGTTTTGGGTTGTGGATGACAATGTTTAGCAGACACAAAAAAGTGTGGCTTTGCAGTGTTATTATGTATGATTAAGATGAAATACTGGTTGAAGTTTCTTCACAATACCCTGAGGTAAAAACAACATCAGAAACAAATTAAAAAAAAAAAAAAAAAAAAAAAAAA

> The amino acid sequence of IbGGPPS2 from the Sweetpotato Genomics Resource database
MSLANPSTTWAKTHSFCGRFRSGSLIKSNEFRINLSFPSSIRKKPLFHSCSAILTKEQTDVPQGESENKLDFKAYVLGKAESVNKALEAAVLLKEPLRVHESMRYSLLAGGKRIRPMLCIAACELVGGDEATAMPAACAVEMIHTMSLMHDDLPCMDNDDLRRGKPTNHKVFGENVAVLAGDALLSFAFEHIATATKGVSSEKIVRVIGELAKCIGAEGLVAGQVVDICSEGISDVGLEHLEFIHLHKTAALLEASVVLGAVLGGGTEEEVAKLRKFARNIGLLFQVVDDILDVTKSSHELGKTAGKDLVADKVTYPKLLGLQKSREFAEQLNKESQAQLSGFDQGKAAPLIALANYIAYREN

