Table S1. Statistical summary of reads obtained from L. luteus RNA-seq data (access number: PRJNA1169352). The name of each library shows: Genotype resistant (C98) or susceptible (C195)_hours post-infection (hpi)_number of replicas (1-4). 0HPI corresponds to non-infected control. 

	Library
	Access number
	Raw reads
	Clean reads

	C195_0HPI_1
	SRX26297109
	30187838
	15225413

	C195_0HPI_2
	SRX26297110
	24067015
	12729646

	C195_0HPI_3
	SRX26297111
	38903599
	18734439

	C195_0HPI_4
	SRX26297112
	35157418
	17696888

	C195_24HPI_1
	SRX26297105
	26361681
	13690634

	C195_24HPI_2
	SRX26297106
	28583584
	14128350

	C195_24HPI_3
	SRX26297117
	30819711
	15127217

	C195_24HPI_4
	SRX26297128
	26539585
	12306678

	C195_60HPI_1
	SRX26297131
	23658659
	12482655

	C195_60HPI_2
	SRX26297132
	33371303
	15831078

	C195_60HPI_3
	SRX26297133
	25247577
	12145714

	C195_60HPI_4
	SRX26297134
	28445278
	14427351

	C195_84HPI_1
	SRX26297135
	35730132
	17186308

	C195_84HPI_2
	SRX26297136
	29084539
	14559633

	C195_84HPI_3
	SRX26297107
	33769099
	15671332

	C195_84HPI_4
	SRX26297108
	31168480
	16354511

	C98_0HPI_1
	SRX26297126
	34915058
	17994781

	C98_0HPI_2
	SRX26297127
	20120767
	10634769

	C98_0HPI_3
	SRX26297129
	28882710
	15356137

	C98_0HPI_4
	SRX26297130
	27386247
	14657222

	C98_24HPI_1
	SRX26297113
	24545771
	12688665

	C98_24HPI_2
	SRX26297114
	31298090
	15024613

	C98_24HPI_3
	SRX26297115
	26664351
	13485988

	C98_24HPI_4
	SRX26297116
	33463387
	16370513

	C98_60HPI_1
	SRX26297118
	33212655
	16112654

	C98_60HPI_2
	SRX26297119
	29321911
	13546612

	C98_60HPI_3
	SRX26297120
	31716604
	14940347

	C98_60HPI_4
	SRX26297121
	37312444
	18343231

	C98_84HPI_1
	SRX26297122
	32195082
	16468687

	C98_84HPI_2
	SRX26297123
	32185138
	14726476

	C98_84HPI_3
	SRX26297124
	31279228
	14530123

	C98_84HPI_4
	SRX26297125
	36742565
	17793844



Table S2. List of 20 lncRNAs constantly and exclusively upregulated during all times post infection in the resistant L. luteus genotype.


Gene ID
Llu_lncRNA_10156
Llu_lncRNA_11150
Llu_lncRNA_11151
Llu_lncRNA_11154
Llu_lncRNA_11155
Llu_lncRNA_11157
Llu_lncRNA_11159
Llu_lncRNA_11160
Llu_lncRNA_12140
Llu_lncRNA_16410
Llu_lncRNA_1815
Llu_lncRNA_24719
Llu_lncRNA_25701
Llu_lncRNA_25730
Llu_lncRNA_32144
Llu_lncRNA_32308
Llu_lncRNA_4056
Llu_lncRNA_430
Llu_lncRNA_6595
Llu_lncRNA_8965










































Table S3. Co-expression weights between selected lncRNAs and targets in the L. luteus resistant genotype under C. lupini infection.
Target	Llu_lncRNA_25730	Llu_lncRNA_6595
Llu_lncRNA_25730	-	0.279
Llu_lncRNA_6595	0.279	-
Llu00152	0.268	-
Llu00566	0.219	0.167
Llu08368	0.251	-
Llu10106	0.411	0.354
Llu12288	0.504	0.405
Llu12291	0.305	0.273
Llu17446	0.386	0.284
Llu21112	0.419	0.323
Llu24029	0.215	-
Llu29589	0.281	0.199
Llu33929	0.267	0.200
Llu33934	0.443	0.30
Llu35227	0.275	0.173
MSTRG.16258	0.448	0.339
MSTRG.3105	0.220	-






Table S4. Genomic location of selected lncRNAs and their targets. Strand “+”, “-”, “.” means sense, no sense and undefined, respectively.
Gene	Chromosome	Start location	End location	Strand
Llu_lncRNA_25730	YL-20	25234120	25235943	-
Llu_lncRNA_6595	YL-05	2435550	2443401	-
Llu00152	YL-01	1951517	1954858	+
Llu00566	YL-01	20087963	20097953	-
Llu08368	YL-14	11226109	11228894	-
Llu10106	YL-15	25449197	25449567	-
Llu12288	YL-17	25041990	25042343	+
Llu12291	YL-17	25201146	25201304	+
Llu17446	YL-20	614726	618451	+
Llu21112	YL-22	30193059	30205159	-
Llu24029	YL-25	17101394	17105633	+
Llu29589	YL-05	17895766	17896158	+
Llu33929	YL-08	5219107	5220636	+
Llu33934	YL-08	5327733	5332149	+
Llu35227	YL-09	5898260	5906954	+
MSTRG.16258	YL-12	27785505	27785859	.
MSTRG.3105	YL-02	38630120	38630453	.








