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ACPB: R’ 0,9266; E: 128,67%; y = -2,4361x + 29,638
LEA-1:R% 0,9583; E: 111,6%; y = -2,8677x + 30,003
LEA-2: R* 0,979; E: 100,47%; y = -3,2994x + 30,9
LEA-3: R% 0,9954; E: 107,49%; y = -3,0084x + 31,457
LEA-4: R% 0,963; E: 98,61%; y = -3,3903x + 32,096
LEA-5: R* 0,9902; E: 114,22%; y = -2,7874x + 32,849
LEA-6: R* 0,9813; E: 105,50%; y = -3,1338x + 31,994
SMP: R 0,9823; E: 104,25%; y = -3,5325x + 32,661
DHN: R%: 0,8863; E: 95,95%; y = -3,0838x + 31,895

Online Resource 4 Standard curves of all RT-qPCR targeted genes. The plotted values correspond to the averages
resulting from the serial dilutions 15.00, 1.50, 0.15 and 0.015 ng of cDNA, (n = 3). For each gene, the values of R?,
amplification efficiency (E) and equation of the linear regression are presented, where Y axe corresponds to the Ct

value obtained and X axe corresponds to Log [cDNA] in nanograms.






