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Number		Genotype*								Source	            
yCHS1		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100 				[9]
his3∆3'-(311bp)-Hocs(117bp)/his3∆5' trp1::KANMX-GALHO/trp1-1 
ura3-1/ura3-1 leu2-3,112/leu2-3,112 rev1::URA3/REV1 
met22::TRP1/MET22
yCHS63		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(25bp)-HOcs(117bp)/his35' trp1::KANMX-GALHO/trp1-1 
ura3::TRIP1/ura3-1 leu2-3,112/leu2-3,112
yCHS65		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(20bp)-HOcs(117bp)/his35' trp1::KANMX-GALHO/trp1-1 
ura3::TRIP1/ura3-1 leu2-3,112/leu2-3,112
yCHS66		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(14-2-4bp)-HOcs(117bp)/his35' trp1::KANMX-GALHO/trp1-1 
ura3::TRIP1/ura3-1 leu2-3,112/leu2-3,112
yCHS68		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(14-2-2bp)-HOcs(117bp)/his35' trp1::KANMX-GALHO/trp1-1 
ura3::TRIP1/ura3-1 leu2-3,112/leu2-3,112
yCHS69		Mat-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(16bp)-HOcs(117bp)/his35' trp1::KANMX-GALHO/trp1-1 
ura3::TRIP1/ura3-1 leu2-3,112/leu2-3,112
yCHS88 	Mata-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(14-2-9 bp)-HOcs(117bp)/his35' ura3::TRP1/URA3 
leu2-3,112/leu2-3,112 trp1::KANMX-GALHO/trp1-1 
yCHS90 	Mata-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(20bp)-HOcs(117bp)/his3200 ura3::TRP1/URA3 
leu2::his3∆5'/leu2-3,112 trp1::KANMX-GALHO/trp1-1
yCHS91 	Mata-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(25bp)-HOcs(117bp)/his3200 ura3::TRP1/URA3 
leu2::his3∆5'/leu2-3,112 trp1::KANMX-GALHO/trp1-1
yCHS90 	Mata-inc/a-inc ade2-1/ade2-1 can1-100/can1-100				This Study
his3∆3'-(311bp)-HOcs(117bp)/his3200 ura3::TRP1/URA3 
leu2::his3∆5'/leu2-3,112 trp1::KANMX-GALHO/trp1-1


S upplemental Table 1 :  Saccharomyc es cerevisiae  strains   Number     Genotype *                 Source                   yCHS1     Mat  - inc/a - inc ade2 - 1/ade2 - 1 can1 - 100/can1 - 100          [ 9 ]   his3∆3' - (311bp) - Hocs(117bp)/his3∆5' trp1::KANMX - GALHO/trp1 - 1    ura3 - 1/ura3 - 1 leu2 - 3,112/leu2 - 3,112 rev1::URA3/REV1    met22::TRP1/MET22   yCHS63     Mat  - inc/a - in c   ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - (25bp) - HOcs(117bp)/his3  5' trp1::KANMX - GALHO/trp1 - 1    ura3:: TRIP1/ura3 - 1 leu2 - 3,112/leu2 - 3,112   yCHS65     Mat  - inc/a - in c   ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - (2 0 bp) - HOcs(117bp)/his3  5' trp1::KANMX - GALHO/trp1 - 1    ura3::TRIP1/ura3 - 1 leu2 - 3,112/leu2 - 3,112   yCHS66     Mat  - inc/a - in c   ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - ( 14 - 2 - 4 bp) - HOcs(117bp)/his3  5' trp1::KANMX - GALHO/trp1 - 1    ura3::TRIP1/ura3 - 1 leu2 - 3,112/leu2 - 3,112   yCHS68     Mat  - inc/a - in c   ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - ( 14 - 2 - 2 bp) - HOcs (117bp)/his3  5' trp1::KANMX - GALHO/trp1 - 1    ura3::TRIP1/ura3 - 1 leu2 - 3,112/leu2 - 3,112   yCHS69     Mat  - inc/a - in c   ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - ( 16 bp) - HOcs(117bp)/his3  5' trp1::KANMX - GALHO/trp1 - 1    ura3:: TRIP1/ura3 - 1 leu2 - 3,112/leu2 - 3,112   yCHS88     Mata - inc/a - inc ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - (14 - 2 - 9 bp) - H O cs(117bp)/his3  5' ura3::TRP1/URA3    leu2 - 3,112/ leu2 - 3,112   trp1::KANMX - GALHO/trp1 - 1    yCHS 90     Mata - inc/a - inc ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - ( 20 bp) - H O cs(117bp)/his3  200   ura3::TRP1/URA3    leu2::his3 ∆ 5' /leu2 - 3,112   trp1::KANMX - GALHO/trp1 - 1   yCHS 9 1     Mata - inc/a - inc ade2 - 1/ade2 - 1 can1 - 100/can1 - 100         This Study   his3∆3' - ( 2 5 bp) - H O cs(117bp)/his3  200   ura3::TRP1/URA3   

