[bookmark: _GoBack]Table S1 General Information of the full-length recombinant proteins 

	No.
	Locus tag
	Primer
	Restriction site
	Predicted PI
	Mw(kDa)
	Length of antigen(AA)
	Subcellular location

	1#
	PA2009
	P1 5'-CGCGGATCCATGGCTATTCATTCCA-3'
P2 5'-CCCAAGCTTTCAGGATGATTCCTTG-3'
	BamH I / Hind III
	6.04
	48.1
	434
	Unknown

	2#
	PA1717
	P1 5'-CGCGGATCCATGGCCTGGAAGATCC-3'
P2 5'- CCCAAGCTTTCAGCGACCGACAGTC-3'
	BamH I / Hind III
	5.57
	47.7
	432
	Cytoplasmic/transmembrane/periplasmic

	3#
	Rms149_p21
	P1 5'-CGCGGATCCATGGCGGTGGTCAAGG-3'
P2 5'-CCCAAGCTTTCAGCGCTCTGCCAGG-3'
	BamH I / Hind III
	5.17
	41.3
	372
	Unknown

	4#
	PA5345
	P1 5'- CGCGGATCCATGACCGAGCTGTCCA-3'
P2 5'- CCCAAGCTTTCACACTTGACCGTAT-3'
	BamH I / Hind III
	7.13
	76.2
	691
	Unknown

	5#
	PA3279
	P1 5'-GGAATTCCATATGATGACCACCGACAAG-3'
P2 5'- CATGCCATGGTCAGAACACGTACTG-3'
	Nde I/Nco I
	4.94
	45.2
	410
	Cell outer membrane

	6#
	PA1719
	P1 5'- CGCGGATCCATGGCGCAGATATTCA-3'
P2 5'- CCCAAGCTTTCAGATCTTCTGCAGG-3'
	BamH I / Hind III
	7.14
	9.3
	85
	Secreted

	7#
	PA1080
	P1 5'- CGCGGATCCATGAGTTTCAACATCG-3'
P2 5'- CCCAAGCTTTCAGCGCAGGTTGATG-3'
	BamH I / Hind III
	4.46
	48.3
	462
	Bacterial flagellum basal body

	8#
	PA4585
	P1 5'- CGCGGATCCATGAGAAAGGACCTCA-3'
P2 5'- CCCAAGCTTTCAAGCCGATGTGATG-3'
	BamH I / Hind III
	7.76
	36.6
	341
	Cytoplasm



