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Supplementary Figure 2

A) TCGA Cohort

Kaplan-Meier Curve for Recurrence According to Age
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B) TRACERX Cohort

Kaplan-Meier Curve for Recurrence According to Age

Age =+ Young == Old

> 1004
E
5
©
S 75 e
o
@ —+
Q
& 50 . i
3
)
© 251
©
o
>
O 0{ _p=0.014 ' ' . _
0 500 1000 1500 2000
Time(Days)
Number at risk (cumulative number of recurrence)
Young 50 44 41 27 1
Old 33 26 19 12 1

Cumulative number of censored subjects

Youn 0 1 1 12 38
Ol 0 0 2 6 17



Supplementary Figure 3

NYU Cohort
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Supplementary Figure 4
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Supplementary Figure

TCGA Cohort
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Supplementary Figure 7
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Supplementary Figure 12
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Supplementary Figure 13
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Supplementary Figure 14
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Supplementary Figure 15
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