Extended Data Fig.1
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Extended Data Fig.2
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Extended Data Fig.3
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Extended Data Fig.4
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Extended Data Fig.5
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Extended Data Fig.6
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Extended Data Fig.7

CAMA
104 —1003
@ No contribution — |I’S374 8233 (P'P 0 966)|

g_|| © Some contribution . 6o E
g o Most contribution %
'::3 6 60 3
o * s
T Q2
g
o
]
1S
10+ -1003
/ks3748233 (PIP 0.688)| s
8 . 80 T
Q o ~
3 o @
3 $35158237 (PIP 0.195)—" e
S o i ( ) 511598635 (PIP 0.101)| 60 3
a c
= ° ‘ 40 2
g 2
° 20 E
® [=]
: 3
lo @

96.65 96.66
-1005-
8| 80 %
E .
T; 6 L 60 E
& 5
2 4 40
g £
T - ) o]
2 N ’ -20 g
@ ° (o] i - ® - ',-Q o0 " @ °© o [¢] ¢ eeg 0 00 @ ‘} ) 8
0 e o _aa 00, 20 ~ o0 000000 e ) Bt — < e 0 @

96.60 96.61 96.63 96.66

Chromosome 10 (Mb)
L 1 L L B L B l‘_PIK3AP1 ] B LB L L



Extended Data Fig.8
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Extended Data Fig.9
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Extended Data Fig.10
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