Nanopore sequencing and de novo assembly of a misidentified Camelpox vaccine reveals putative epigenetic modifications and alternate protein signal peptides
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Supplementary Information 1- Evidence confirming the two deletions within the Ducapox genome
a. [image: ]Reads traversing the 5449 bp deletion site.
b. [image: ]Reads traversing the 916 bp deletion site.
c. 	EMBL-EBI Clustal Omega multiple sequence alignment of short read Ducapox assembly (MT648498.1), long read Ducapox assembly (Vaccinia) and VACV Acambis 3000 MVA (AY603355.1) genomes.
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1MT648498.1  100.0% 100.0% NN NNNNNNRRNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNKNKNNKRRRRRRRRARA

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% TATGGTCTATATATACACTACAATTTAGTTATTAATTGGATAACCGATGTGATTATCAATCAATATTAAGAAGGTTGGTA
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 6801 . . . . : . . . 6880

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% AATTGGTACATAGCTAATAATACCTATACACCCAATAATACAACAACCATTTCTGAGTTGGATATCATCAAAATACTGGA
consensus/100% - . . . . . o
consensus/90%
consensus/80%
consensus/70%

cov  pid 6881 . 9 . . . . : . 6960

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% TARATACGAGGACGTGTATAGAGTAAGTAAAGAAAAAGAATGTGAAATTTGCTATGAAGTTGTTTACTCAAAACGATAGA
consensus/100% - . . . - . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 6961 . . . o . . . . 7040

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% TACTTTGGTTTATTGGATTCGTGTAATCATATATTTTGCATAACATGCATCAATATATGGCATAGAACACGAAGAGARAC
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7041 : . . . . 1 . . 7120

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% CGGTGCGTCGGATAATTGTCCTATATGTCGTACCCGTTTTAGAAACATAACAATGAGCAAGTTAACTAATANATARAAAG
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7121 . . : . . . . 2 7200

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% B -

3 AY603355.1  100.0% 96.3% TTTAATTTGTTGACGACGTATGTCGTTATTTTTTCTCGTATAAAAGATTAATTTGATTCTAATATAATCTTTAGTATTGG
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7200 . . . . : . . . 7280

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% ATARATATCAATTCAAATTAATTCCATTAGATTATATCATAAATAAAAATAGTAGCACGCACTACTTCAGCCARATATTC
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7281 . 3 . . . . . 7360

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% B -

3 AY603355.1  100.0% 96.3% TTTTTTGARACGCCATCTATCGTAGTGAGGACACAAGTGAACCTATAATGAGCARATTTATTAGTATCGGTTACATGANG
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7361 . . . 4 . . . .

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% GACTTTACGTAGAGTGGTGATTCCACTATCTGTGGTACGAACGGTTTCATCTTCTTTGATGCCATCACCCAGATGTTCTA
consensus/100% - . . . . . S
consensus/90%
consensus/80%
consensus/70%

cov  pid 7481 : . . . . s . . 7520

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% TARACTTGGTATCCTTTGCCAACCARTACATATAGCTAAACTCAGGCATATGTTCCACACATCCTGAACAATGARATTCT
consensus/100% - . . . . . L
consensus/90%
consensus/80%
consensus/70%

cov  pid 7521 . . : . . . . 6 7600

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% CCAGAAGATGTTACAATGTCTAGATTTGGACATTTGGTTTCAACCGCGTTAACATATGAGTGAACACACCCATACATGAR
consensus/100% - . . . . . .
consensus/90%
consensus/80%
consensus/70%

cov  pid 7601 . . . . : . . . 7680

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% AGCGATGAGARATAGGATTTTCATCTTGCCAAAATATCACTAGAAAARATTTATTTATCAATTTTARAGGTATARARAAT
consensus/100% - . . . . . s
consensus/90%
consensus/80%
consensus/70%

cov  pid 7681 . 7 . . . . . 7760

1MT648498.1  100.0% 100.0%

2 Vaccinia 95.8% 96.2% - -

3 AY603355.1  100.0% 96.3% ACTTATTGTTGCTCGAATATTTTGTATTTGATGGTATACGGAAGATTAGAAATGTAGGTATTATCATCAACTGATTCTAT
consensus/100% - . . . . . L
consensus/90%
consensus/80%
consensus/70%

cov  pid 7761

MT648498.1  100.0% 100.0% NN NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNKNKNKRRRRRRRRAR
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Consenaus/7on
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Consenaus/7on
o pia ) . . ) . i ™
1MT648498.1  100.0% 100.0%
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Consanaus/100n . ‘ ! ‘ ! ! e
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Consensus/aon
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Consenaus/aon
Consensus/aon
Consenaus/7on
o pia som ) . i ) . i . s
1MT648498.1  100.0% 100.0%
Dleccinia | s ses -
SRGIR.L a0aa Bev  AGTCOTTATCIACGATGITAGHTATICICTCAKT AT AT CACACAATCTAATOTAGET T TATGAHTAATAGEATT
Consanaus/100n . ‘ ! ' ‘ ! ol
Consenaus/aon
Consensus/aon
Consenaus/7on
o pia ma ) . i . . i . s
1MT648498.1  100.0% 100.0%
Dloccina | s ses -
SRGIRL aaa e TICRGCAGTIOATGITTTTAGATICETGATGGGAT SO TATACATGTATATCCOTTAT TGATCTARTGTTOACATE
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Consensus/aon
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o pia ma . . i ) . s . e
1MT648498.1  100.0% 100.0%
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