Supplementary Table 2. Primers sequence for gRT-PCR

Gene Forward primer (5°-3’) Reverse primer (5’-3°)
CHIKYV gene
E2 TCACTCCCTGTTGGACTTGATAGA TTGACGAACAGAGTTAGGAACATACC
Mus musculus genes
Gapdh AGGTCGGTGTGAACGGATTTG TGTAGACCATGTAGTTGAGGTCA
Ifi27 GCAGTCTCTGGCACCATTCTAG ATGGTGCCAACCTTCAGTGCTC
Mx1 TGGACATTGCTACCACAGAGGC TTGCCTTCAGCACCTCTGTCCA
Ifitl TACAGGCTGGAGTGTGCTGAGA CTCCACTTTCAGAGCCTTCGCA
Isgl5 CATCCTGGTGAGGAACGAAAGG CTCAGCCAGAACTGGTCTTCGT
Ifitm3 TTCTGCTGCCTGGGCTTCATAG ACCAAGGTGCTGATGTTCAGGC
Oasla GAGGTGGAGTTTGATGTGCTGC GTGAAGCAGGTAGAGAACTCGC
Bst2 CAAACTCCTGCAACCTGACCGT CTCCTGGTTCAGCTTCGTGACT
Statl GCCTCTCATTGTCACCGAAGAAC TGGCTGACGTTGGAGATCACCA
Socs3 GGACCAAGAACCTACGCATCCA CACCAGCTTGAGTACACAGTCG
Rplp0 GCTTCGTGTTCACCAAGGAGGA GTCCTAGACCAGTGTTCTGAGC
Hprtl CTGGTGAAAAGGACCTCTCGAAG CCAGTTTCACTAATGACACAAACG
Ppia CATACAGGTCCTGGCATCTTGTC AGACCACATGCTTGCCATCCAG
Tbp CTACCGTGAATCTTGGCTGTAAAC AATCAACGCAGTTGTCCGTGGC
11-6 TACCACTTCACAAGTCGGAGGC CTGCAAGTGCATCATCGTTGTTC
Ifnl2 CCAGTGGAAGCAAAGGATTGCC TCAGGTCCTTCTCAAGCAGCCT
Ifnl3 CCAGTGGAAGCAAAGGATTGCC GCACCTCATGTCCTTCTCAAGC
Homo sapiens genes
MXRAS TTACTGTGGCCTGCACGAAC CTCTCGGGGACGATGACATT
GAPDH GGAGCGAGATCCCTCCAAAAT GGCTGTTGTCATACTTCTCATGG
PTGS2 CGGTGAAACTCTGGCTAGACAG GCAAACCGTAGATGCTCAGGGA
MT2A GAGTGCAAATGCACTTCGTGCAA  GCGTTCTTTACATCTGGGAGCG
CYP24Al1 GCTTCTCCAGAAGAATGCAGGG CAGACCTTGGTGTTGAGGCTCT
IDO1 GCCTGATCTCATAGAGTCTGGC TGCATCCCAGAACTAGACGTGC
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