Table 1 : Description of the TF123 and CPCBN cohorts
	PARAMETERS
	TF123
	CPCBN

	Number of patients
	285
	1562

	Mean age at diagnosis (years)
	62
	62

	Median follow-up (months)
	129
	116.5

	Biochemical recurrence
	116
	511

	Bone Metastasis
	27
	65

	Castrate resistant status
	27
	74

	Presence of positive margins 
	95
	509

	RP Gleason score 
	
	

	3+3
	138
	456

	3+4
	94
	603

	4+3
	19
	230

	4+4
	29
	211

	Undetermined
	9
	12

	Biochemical recurrence type
	
	

	PSA>0.2ng/ml and rising
	74
	319

	Failed RP
	42
	101

	Pathological staging of the primary tumor
	
	

	pT2
	201
	959

	pT3
	75
	530

	pT4
	9
	23

	Death
	
	

	Prostate cancer specific
	19
	39

	Other cause
	30
	136

	Overall
	49
	176



Table 2 : Univariate and multivariate Cox regression analyses predicting biochemical recurrence (BCR) in the TF123 and CPCBN cohorts TMA after 5-years follow-up. 
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Table 3 : Univariate and multivariate Cox regression analyses predicting bone metastasis developement in the TF123 and CPCBN TMA cohorts after 10 years of follow-up. 
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Table 4 : Univariate and multivariate Cox regression analyses predicting prostate cancer-specific mortality in the TF123 and CPCBN TMA cohorts after overall follow-up.
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Cox 
Regression Univariate Multivariate



TMA series TF123 CPCBN TF123 CPCBN



Parameters p-Value HR (95% CI) p-Value HR (95% CI) p-Value HR (95% CI) p-Value HR (95% CI)



Preoperative
PSA <0.001 1.061 (1.033-1.089) <0.001 1.033 (1.028-1.037) 0.057 1.035 (0.993-1.073) <0.001 1.020 (1.013-1.026)



pTNM <0.001 2.884 (2.133-3.900) <0.001 3.114 (2.627-3.692) 0.014 1.652 (1.105-2.470) <0.001 1.829 (1.629-2.053)
RP Gleason



score <0.001 1.852 (1.549-2.214) <0.001 2.109 (1.918-2.320) 0.001 1.458 (1.171-1.816) <0.001 1.771 (1.590-1.972)



Margin <0.001 3.349 (2.216-5.062) <0.001 2.628 (2.156-3.203) <0.001 2.525 (1.576-4.047) <0.001 1.839 (1.485-2.276)
Tumor Tissue



G3PP 
continuous 0.003 1.024 (1.008-1.039) <0.001 1.031 (1.022-1.039) 0.200 1.010 (0.995-1.027) <0.001 1.019 (1.010-1.028)



G3PP 
dichotomized



0.004 1.932 (0.854-2.162) <0.001 1.761 (1.427-2.173) 0.073 1.538 (0.960-2.465) 0.001 1.427 (1.146-1.776)
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Cox Regression Univariate Multivariate



TMA series TF123 CPCBN CPCBN



Parameters p- Value HR (95.0% CI ) p-Value HR (95.0% CI ) p- Value HR (95.0% CI )



Preoperative PSA <0.001 1.060 (1.033-1.087) 0.061 1.017 (0.999-1.036) - -



pTNM <0.001 7.490 (3.830-14.647) <0.001 5.674 (3.410-9.440) 0.026 1.931 (1.081-3.451)



RP Gleason score <0.001 3.704 (2.304-5.955) <0.001 4.099 (2.802-5.995) <0.001 3.835 (2.442-6.020)



Margin <0.001 3.803 (2.582-5.601) 0.488 1.241 (0.673-2.288) - -



Tumor Tissue



G3PP continuous <0.001 1.054 (1.024-1.085) <0.001 1.052 (1.032-1.073) <0.001 1.015 (1.008-1.023)



G3PP dichotomized



0.001 5.691 (2.066-15.680) <0.001 3.910 (2.062-7.412) 0.007 1.320 (1.080-1.613)
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Cox Regression Univariate Multivariate



TMA series TF123 CPCBN CPCBN



Parameters p-Value HR (95% CI) p-Value HR (95% CI) p-Value HR (95% CI)



Preoperative PSA 0.021 1.061 (1.009-1.116) 0.095 1.018 (0.997-1.040) - -



pTNM <0.001 5.655 (2.928-10.923) <0.001 3.582 (2.089-6.142) 0.226 1.436 (0.799-2.582)



RP Gleason score <0.001 3.968 (2.395-6.573) <0.001 3.453 (2.413-4.940) <0.001 3.314 (2.246-4.890)



Margin 0.248 1.731 (0.682-4.391) 0.073 1.766 (0.949-3.285) - -



Tumor Tissue



G3PP continuous 0.004 1.048 (1.015-1.083) 0.002 1.035 (1.013-1.058) 0.062 1.022 (0.997-1.046)



G3PP dichotomized 0.006 3.990 (1.477-10.774) 0.035 1.995 (1.051-3.786) 0.177 1.561 (0.818-2.978)










Cox Regression  Univariate

Multivariate

TMA series  TF123 CPCBN CPCBN
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