1. Supplementary protocol 1: RNA extraction
1.1. Cells collection and lysis
Cells were collected at 1000 rpm for 3 min following digestion with 0.25% trypsin for 2–3 min and counted by using flow cytometry, and then lysed using lysis buffer RL supplemented with 1% β-mercaptoethanol according as tables below:

Table 1 Lysis buffer

	Quantity of Cells 
	Volume of RL buffer (μL)

	<5×106
	350

	5×106-1×107
	600


1.2. RNA Purification and Elution
· Transfer all the solution to the filtration column CS (placed in a collection tube) and centrifuge at 12,000 rpm (~13,400×g) for 2 min to collect the filtrate.

· Add an equal volume of 70% ethanol (typically 350 µL or 600 µL) to the filtrate, mix thoroughly (precipitation may occur), and transfer the resulting solution and any precipitate to the binding column CR3 (placed in a collection tube). Centrifuge at 12,000 rpm (~13,400×g) for 30–60 sec. Discard the waste liquid in the collection tube and place the binding column CR3 back into the collection tube.

· Add 350 µL of protein-removal buffer RW1 to the binding column CR3 and centrifuge at 12,000 rpm (~13,400×g) for 30–60 sec. Discard the waste liquid in the collection tube and place the binding column CR3 back into the collection tube.

· DNase I working solution (80 µL) was added to the center of the binding column CR3 and incubated at room temperature for 15 min. Protein-removal buffer RW1 (350 µL) was then added to the binding column CR3, followed by centrifugation at 12,000 rpm (~13,400×g) for 30–60 sec. The waste liquid in the collection tube was discarded, and the binding column CR3 was placed back into the collection tube.

· Washing buffer RW (500 µL, ensure ethanol has been added before use) was added to the binding column CR3, left at room temperature for 2 min, and then centrifuged at 12,000 rpm (~13,400×g) for 30–60 sec. This step was repeated. The binding column CR3 was centrifuged at 12,000 rpm (~13,400×g) for 2 min to remove residual washing buffer and was left at room temperature for a few minutes to thoroughly dry the adsorbent material.

· Finally, the binding column CR3 was transferred to a new RNase-Free centrifuge tube, and RNase-Free ddH2O (30–100 µL recommended) was added, left at room temperature for 2 min, and then centrifuged at 12,000 rpm (~13,400×g) for 2 min to elute the RNA solution.

2. Supplementary protocol 2: Reverse Transcription of RNA to cDNA 
2.1. Genomic DNA elimination
Genomic DNA was removed by using gDNA Eraser on PCR for 2 min at 42 oC with the elimination mixture buffer prepared in table 2 to acquire final RNA.
Table 2 Elimination mixture buffer
	Reagents 
	Volume 

	5×gDNA Eraser Buffer
	2.0 μL

	gDNA Eraser
	1.0 μL

	Total RNA
	1.0 μg

	RNase Free dH2O
	up to 10 μL


2.2. Reverse transcription

RNA was transcribed to cDNA based on the reaction buffer (table 3) on the PCR procedure (37℃ for 15min, and then 85 ℃ for 5 sec).
Table 3 Reaction buffer

	Reagents 
	Volume

	Removal buffer
	10.0 μL

	PrimeScriptRT Enzyme Mix I
	1.0 μL

	RT Primer Mix *4
	1.0 μL

	5×PrimeScriptBuffer 2（for Real Time）
	4.0 μL

	RNase Free dH2O
	4.0 μL

	Total
	20 μL


Table 4 RT-PCR procedure

	Step 
	Condition 
	Cycles 

	Reverse transcription
	37 ℃, 15 min
	1

	
	85 ℃, 5 s
	


3. Supplementary protocol 3: Evaluation of RNA expression level based on qPCR

3.1. Preparing PCR reaction solution
Prepared the PCR reaction solution shown as table 5.

Table 5 PCR reaction solution

	Reagents 
	Volume 

	TB Green Premix Ex Taq II Tli RNaseH Plus 2 ×
	12.5 μL

	FP 10 uM
	1 μL

	RP 10 uM
	1 μL

	RNase Free dH2O
	8.5 μL

	RNA (2 ng / μL)
	2 μL


3.2. Real-time PCR reaction

The PCR reaction according to the following two-step PCR protocol of amplification and dissociation.
Table 6 Amplification

	Step 
	Condition
	Cycles 

	Initial denaturation
	95 ℃, 30 s 
	1

	Denaturation
	95 ℃, 5 s
	40

	Annealing/extension
	60 ℃, 30 s
	


Table 7 Dissociation
	Step 
	Condition 
	Cycles 

	Dissociation 
	95 ℃, 5 s
	1

	
	60 ℃, 10 s
	


